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<110> Ba 




WILLIAM J. 



A-378CIP5 rev. ST25.txt 
SEQUENCE LISTING 




° CT 0 8 2002 

TECH CENTER 1600/2900 



LACEY, DAVID LEE 



CALZONE, FRANK J. 



CHANG, MING-SHI 



SENALDI, GIORGIO 



<120> COMBINATION THERAPY FOR CONDITIONS LEADING TO BONE LOSS 

<130> A-378CIP5 

<140> US 09/613,591 

<141> 2000-07-10 

<150> US 09/457,647 

<151> 1999-12-09 

<150> US 09/350,670 

<151> 1999-07-09 

<150> US 08/706,945 

<151> 1996-09-03 

<150> US 08/577,788 

<151> 1995-12-22 

<160> 178 

<170> Patentin version 3.1 

<210> 1 

<211> 36 

<212> DNA 
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<213> Artificial sequence 



<220> 

<223> Not I restriction site 
<220> 

<221> mi sc_feature 

<222> (28). .(35) 

<223> N = any random nucleic acid 



<400> 1 

aaaggaagga aaaaagcggc cgctacannn nnnnnt 36 

<210> 2 

<211> 16 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Not I restriction site 

<400> 2 

tcgacccacg cgtccg 16 

<210> 3 

<211> 12 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Not I restriction site 

<400> 3 

gggtgcgcag gc 12 

<210> 4 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> Not I restriction site 
<400> 4 

tgtaaaacga cggccagt 18 

<210> 5 

<211> 18 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Not I restriction site 

<400> 5 

caggaaacag ctatgacc 18 

<210> 6 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Not I restriction site 

<400> 6 

caattaaccc tcactaaagg 20 

<210> 7 

<211> 23 

<212> DNA 

<213> Rattus rattus 



<400> 7 

gcattatgac ccagaaaccg gac 23 

<210> 8 

<211> 23 

<212> DNA 

<213> Rattus rattus 
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<400> 8 

aggtagcgcc cttcctcaca ttc 



23 



<210> 9 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide primer 

<400> 9 

gactagtccc acaatgaaca agtggctgtg 30 

<210> 10 

<211> 45 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Oligonucleotide primer 

<400> 10 

ataagaatgc ggccgctaaa ctatgaaaca gcccagtgac cattc 45 

<210> 11 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> oligonucleotide primer 

<400> 11 

gcctctagaa agagctggga c 21 

<210> 12 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
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<220> 



<223> Oligonucleotide primer 



<400> 12 

cgccgtgttc catttatgag c 



21 



<210> 13 

<211> 24 

<212> DNA 

<213> Rattus rattus 

<400> 13 

atcaaaggca gggcatactt cctg 24 

<210> 14 

<211> 24 

<212> DNA 

<213> Rattus rattus 



<210> 15 

<211> 24 

<212> DNA 

<213> Rattus rattus 

<400> 15 

caagacacct tgaagggcct gatg 24 

<210> 16 

<211> 24 

<212> DNA 

<213> Rattus rattus 



<400> 14 

gttgcactcc tgtttcacgg tctg 



24 



<400> 16 

taacttttac agaagagcat cage 



24 



<210> 17 



<211> 33 
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<212> DNA 



<213> Rattus rattus 



<400> 17 

agcgcggccg catgaacaag tggctgtgct gcg 



33 



<210> 18 

<211> 31 

<212> DNA 

<213> Rattus rattus 

<400> 18 

agctctagag aaacagccca gtgaccattc c 31 

<210> 19 

<211> 24 

<212> DNA 

<213> Rattus rattus 



<210> 20 

<211> 24 

<212> DNA 

<213> Rattus rattus 

<400> 20 

atcaaaggca gggcatactt cctg 24 

<210> 21 

<211> 24 

<212> DNA 

<213> Homo sapiens 



<400> 19 

gtgaagctgt gcaagaacct gatg 



24 



<400> 21 

cagatcctga agctgctcag tttg 



24 



<210> 22 
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<211> 33 

<212> DNA 

<213> Homo sapiens 



A-378CIP5 rev. ST25.txt 



<400> 22 

agcgcggccg cggggaccac aatgaacaag ttg 33 

<210> 23 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 23 

agctctagaa ttgtgaggaa acagctcaat ggc 33 

<210> 24 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Not I restriction site 

<400> 24 

atagcggccg ctgagcccaa atcttgtgac aaaactcac 39 

<210> 25 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Not I restriction site 

<400> 25 

tctagagtcg acttatcatt tacccggaga cagggagagg ctctt 45 

<210> 26 
<211> 38 
<212> DNA 
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<213> Mus 



muscul us 



<400> 26 
cctctgagct 



caagcttccg aggaccacaa tgaacaag 



38 



<210> 27 

<211> 43 

<212> DNA 

<213> Mus musculus 

<400> 27 

cctctgcggc cgctaagcag cttattttca cggattgaac ctg 43 

<210> 28 

<211> 38 

<212> DNA 

<213> Mus musculus 



<210> 29 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 29 

tccgtaagaa acagcccagt gacc 24 

<210> 30 

<211> 31 

<212> DNA 

<213> Mus musculus 



<400> 28 
cctctgagct 



caagcttccg aggaccacaa tgaacaag 



38 



<400> 30 

cctctgcggc cgctgttgca tttcctttct g 



31 



<210> 31 



<211> 19 
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<212> PRT 

<213> Mus musculus 
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<400> 31 

Glu Thr Leu Pro Pro Lys Tyr Leu His Tyr Asp Pro Glu Thr Gly His 
15 10 15 

Gin Leu Leu 



<210> 32 

<211> 21 

<212> DNA 

<213> Mus musculus 



<400> 32 

tcccttgccc tgaccactct t 21 

<210> 33 

<211> 34 

<212> DNA 

<213> Mus musculus 



<400> 33 

cctctgcggc cgcacacacg ttgtcatgtg ttgc 34 

<210> 34 

<211> 21 

<212> DNA 

<213> Mus musculus 



<400> 34 

tcccttgccc tgaccactct t 21 

<210> 35 

<211> 34 

<212> DNA 

<213> Mus musculus 
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<400> 3 5 

cctctgcggc cgccttttgc gtggcttctc tgtt 



34 



<210> 36 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 36 

cctctgagct caagcttggt ttccggggac cacaatg 37 

<210> 37 

<211> 38 

<212> DNA 

<213> Homo sapiens 

<400> 37 

cctctgcggc cgctaagcag cttattttta ctgaatgg 38 

<210> 38 

<211> 37 

<212> DNA 

<213> Homo sapiens 

<400> 38 

cctctgagct caagcttggt ttccggggac cacaatg 37 

<210> 39 

<211> 33 

<212> DNA 

<213> Homo sapiens 

<400> 39 

cctctgcggc cgccagggta acatctattc cac 33 

<210> 40 

<211> 35 

<212> DNA 

<213> Mus musculus 

page 10 




A-378CIP5 rev. ST25.txt 



<400> 40 
ccgaagcttc 



caccatgaac aagtggctgt gctgc 



35 



<210> 41 

<211> 40 

<212> DNA 

<213> Mus musculus 

<400> 41 

cctctgtcga ctattataag cagcttattt tcacggattg 40 

<210> 42 

<211> 21 

<212> DNA 

<213> Mus musculus 



<210> 43 

<211> 35 

<212> DNA 

<213> Mus musculus 

<400> 43 

cctctgtcga cttaacacac gttgtcatgt gttgc 35 

<210> 44 

<211> 21 

<212> DNA 

<213> Mus musculus 

<400> 44. 

tcccttgccc tgaccactct t 21 

<210> 45 

<211> 35 

<212> DNA 



<400> 42 
tcccttgccc 



tgaccactct t 



21 
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<213> Mus musculus 
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<400> 45 

cctctgtcga cttacttttg cgtggcttct ctgtt 35 

<210> 46 

<211> 1548 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21 
<400> 46 



tgcacgcatt 


gcatacgtac 


cagaggggta 


cgctctcatc 


ccttgacggt 


ccgtagttta 


DO 


ttxtgcx l tc 


cgagtcagct 


ttctgacccg 


gaaagcaaaa 


tagacaacaa 


acagccactt 




gcgagaggac 


tcatcc rg l l 


taggcggccc 


"tcgcctaaac 


"ttgcaacgct 


"tcgttgccgg 


loU 


gcc tcccacc 


gcccg tec rg 


cgggcgg xar 


l rgacggtcc 


g ragxT xaa l 


xcg tct rccg 


o a n 


gtaggactgc 


ctaccggaaa 


aacgcaaaga 


ugr rxgagaa 


aacaaa raaa 


aagar l ra rg 


oUU 


raag x x rata 


cctgcagcat 


gaattigaaaa 


xx ucaxaccc 


g l rag l xaac 


gaggacaa*tt 




ttaacgaaat 


ctttatgaaa 


ccgtcgccaa 


acaacataac 


tcaaagtaaa 


cgcgtaacca 


/ton 


atttaccttt 


cactggcacg 


cgaatgatgt 


cggattataa 


aaactttata 


gggttctcga 


480 


aaaaggaagc 


gtacgggtgc 


gatttgtaag 


aaaaagagaa 


aaccaattta 


gcaacaaact 


540 


aaataataaa 


cgatataaat 


aaaaagctat 


taatagttga 


tctcttcctt 


gttaattacc 


600 


atacaagtat 


gtgcgtacat 


ttttatttga 


tagatatatc 


aacagaaaga 


gacttacacg 


660 


ttttgattcg 


taaggcttcg 


gtaataatcg 


tcatacttat 


ccctttgatt 


tgggtcacta 


720 


ttctggacta 


ctaaagcgaa 


gaaattaatg 


taaacctcta 


aaaaataaat 


gtcgtaacaa 


780 


aagtttatat 


aaggttaatt 


agccacttac 


taacctcaat 


cttattagat 


gatatcctag 


840 


tataaaataa 


tttaatcgca 


gtagtattat 


aacggaggta 


aaaaatccca 


ttaataggtc 


900 


ttaactttat 


agtctaaatt 


ggtatcttac 


tcctatttac 


tagcgctcat 


ttattataag 


960 


tgttacatgg 


taaaatcagt 


atagtctatt 


cgtaactaat 


tatagtaata 


acgaagatgt 


1020 


ccgaaattaa 


aataattaat 


aagacattca 


cagcagccgt 


aaatacagaa 


agtatgggta 


1080 


gagaaatagg 


aatggataac 


aaacagcgtt 


caaaacgcac 


aatatatagt 


aattttgcca 


1140 


ttatctaact 


gtaaactaag 


attatttaac 


ctaaaaacag 


tgtgataata 


tagcgaactt 


1200 


tatgttaaca 


aattgtattc 


atggacatcc 


tagcatgtcc 


aaatgcgttc 


ttttaccaaa 


1260 


caatatcagc 


taattagcta 


aactaagatc 


taaacaaaat 


tgattaattt 


cctccttatt 


1320 


gtataccaat 


tgcgcaacct 


taagctcgag 


tgatcacagc tggacgtccc 
page 12 


atggtacctt 


1380 



k 
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cgaatgagct cctaggcgcc tttcttcttc ttcttcttct ttcgggcttt ccttcgactc 1440 

aaccgacgac ggtggcgact cgttattgat cgtattgggg aaccccggag atttgcccag 1500 

aactccccaa aaaacgactt tcctccttgg cgagaagtgc gagaagtg 1548 

<210> 47 

<211> 48 

<212> DNA 

<213> Homo sapiens 



<400> 47 

ccggcggaca tttatcacac agcagctgat gagaagtttc ttcatcca 48 

<210> 48 

<211> 55 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21 

<400> 48 

cgatttgatt ctagaaggag gaataacata tggttaacgc gttggaattc ggtac 55 

<210> 49 

<211> 49 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21 

<400> 49 

taaactaaga tcttcctcct tattgtatac caattgcgca accttaagc 49 

<210> 50 

<211> 1546 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> pAMG21 
<220> 

<221> misc_feature 

<222> CI, 2, 1545 ). .(1546) 

<223> Unique Aatll and Sacll sticky ends 



<400> 50 
gcgtaacgta 


tgcatggtct 


ccccatgcga 


gagtagggaa 


ctgccaggca 


tcaaataaaa 


60 


cgaaaggctc 


agtcgaaaga 


ctgggccttt 


cgttttatct 


gttgtttgtc 


ggtgaacgct 


120 


ctcctgagta 


ggacaaatcc 


gccgggagcg 


gatttgaacg 


ttgcgaagca 


acggcccgga 


180 


gggtggcggg 


caggacgccc 


gccataaact 


gccaggcatc 


aaattaagca 


gaaggccatc 


240 


ctgacggatg 


gcctttttgc 


gtttctacaa 


actcttttgt 


ttatttttct 


aaatacattc 


300 


aaatatggac 


gtcgtactta 


acttttaaag 


tatgggcaat 


caattgctcc 


tgttaaaatt 


360 


gctttagaaa 


tactttggca 


gcggtttgtt 


gtattgagtt 


tcatttgcgc 


attggttaaa 


420 


tggaaagtga 


ccgtgcgctt 


actacagcct 


aatatttttg 


aaatatccca 


agagcttttt 


480 


ccttcgcatg 


cccacgctaa 


acattctttt 


tctcttttgg 


ttaaatcgtt 


gtttgattta 


540 


ttatttgcta 


tatttatttt 


tcgataatta 


tcaactagag 


aaggaacaat 


taatggtatg 


600 


ttcatacacg 


catgtaaaaa 


taaactatct 


atatagttgt 


ctttctctga 


atgtgcaaaa 


660 


ctaagcattc 


cgaagccatt 


attagcagta 


tgaataggga 


aactaaaccc 


agtgataaga 


720 


cctgatgatt 


tcgcttcttt 


aattacattt 


ggagattttt 


tatttacagc 


attgttttca 


780 


aatatattcc 


aattaatcgg 


tgaatgattg 


gagttagaat 


aatctactat 


aggatcatat 


840 


tttattaaat 


tagcgtcatc 


ataatattgc 


ctccattttt 


tagggtaatt 


atccagaatt 


900 


gaaatatcag 


atttaaccat 


agaatgagga 


taaatgatcg 


cgagtaaata 


atattcacaa 


960 


tgtaccattt 


tagtcatatc 


agataagcat 


tgattaatat 


cattattgct 


tctacaggct 


1020 


ttaattttat 


taattattct 


gtaagtgtcg 


tcggcattta 


tgtctttcat 


acccatctct 


1080 


ttatccttac 


ctattgtttg 


tcgcaagttt 


tgcgtgttat 


atatcattaa 


aacggtaata 


1140 


gattgacatt 


tgattctaat 


aaattggatt 


tttgtcacac 


tattatatcg 


cttgaaatac 


1200 


aattgtttaa 


cataagtacc 


tgtaggatcg 


tacaggttta 


cgcaagaaaa 


tggtttgtta 


1260 


tagtcgatta 


atcgatttga 


ttctagattt 


gttttaacta 


attaaaggag 


gaataacata 


1320 


tggttaacgc 


gttggaattc 


gagctcacta 


gtgtcgacct 


gcagggtacc 


atggaagctt 


1380 


actcgaggat 


ccgcggaaag 


aagaagaaga 


agaagaaagc 


ccgaaaggaa 


gctgagttgg 


1440 


ctgctgccac 


cgctgagcaa 


taactagcat 


aaccccttgg 


ggcctctaaa 


cgggtcttga 


1500 


ggggtttttt 


gctgaaagga 


ggaaccgctc 


ttcacgctct 


tcacgc 




1546 



Page 14 



A-378CIP5 rev. ST25.txt 

<210> 51 
<211> 47 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG22 
<400> 51 

tatgaaacat catcaccatc accatcatgc tagcgttaac gcgttgg 47 

<210> 52 

<211> 49 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG22 

<400> 52 

actttgtagt agtggtagtg gtagtacgat cgcaattgcg caaccttaa 49 

<210> 53 
<211> 141 
<212> DNA 

<213> Artificial sequence 
<220> 

<223> pAMG22 
<400> 53 

ctaattccgc tctcacctac caaacaatgc ccccctgcaa aaaataaatt catataaaaa 60 
acatacagat aaccatctgc ggtgataaat tatctctggc ggtgttgaca taaataccac 120 
tggcggtgat actgagcaca t 141 

<210> 54 

<211> 147 

<212> DNA 

<213> Artificial Sequence 



Page 15 



A-378CIP5 rev. ST25.txt 

<220> 

<223> pAMG22 
<400> 54 

tgcagattaa ggcgagagtg gatggtttgt tacgggggga cgttttttat ttaagtatat 60 
tttttgtatg tctattggta gacgccacta tttaatagag accgccacaa ctgtatttat 120 
ggtgaccgcc actatgactc gtgtagc 147 

<210> 55 

<211> 55 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PAMG22 
<400> 55 

cgatttgatt ctagaaggag gaataacata tggttaacgc gttggaattc ggtac 55 

<210> 56 

<211> 49 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG22 

<400> 56 

taaactaaga tcttcctcct tattgtatac caattgcgca accttaagc 49 

<210> 57 
<211> 668 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG22 
<400> 57 

tgcacgcatt gcatacgtac cagaggggta cgctctcatc ccttgacggt ccgtagttta 60 

ttttgctttc cgagtcagct ttctgacccg gaaagcaaaa tagacaacaa acagccactt 120 

gcgagaggac tcatcctgtt taggcggccc tcgcctaaac ttgcaacgct tcgttgccgg 180 
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y v_ i_ LL.L-L.aL.L- 


y l. v_ v_ y l v_ v_ i_ y 


v. y y y v_ y y lu u 


*- ty«v.yy ll-l. 


y Lay l l Laa l 


1" c a t* c 1" 1" c c a 

l V— y v_ v. l v- v~ y 


240 


n1~ a n n a c 1" o f* 


rt"ar<~naaaa 

v_ i_ ci v_ v_ y y ca. c*. c* 


aararaaaoa 


v. y i_ i_ i_ y ci y a ex. 


aaraaataaa 

cxci v. ci cl cx Laaa 


aaaatttata 


300 


1" a a n 1" 1~ 1" a 1" a 

LCiay I- L L CI L CI 


v_ v_ i_ y v_ a y ex y i_ 


al"taaaaal"l" 

CL V- I- C4. CA Ca CA Ca i_ i_ 


1"l"1"1"aafit"aa 

V- i_ l_ Luuy L CI CI 


artntttarn 

aV. Ly L L LaV.y 


at"ti""taaaaa 


360 


v. Lad L L d L del 


y cty l l d ci v_ ci l 


LL.yL.yciy l y l 


i_ cicici Lay v. Let 


aaL laaya tL 


L CICICI v, LLClu L 


470 


tgattaattt 


cctccttatt 


gtataccaat 


tgcgcaacct 


taagctcgag 


tgatcacagc 


480 


tggacgtccc 


atggtacctt 


cgaatgagct 


cctaggcgcc 


tttcttcttc 


ttcttcttct 


540 


ttcgggcttt 


ccttcgactc 


aaccgacgac 


ggtggcgact 


cgttattgat 


cgtattgggg 


600 


aaccccggag 


atttgeccag 


aactccccaa 


aaaacgactt 


tcctccttgg 


cgagaagtgc 


660 


gagaagtg 












668 



<210> 58 

<211> 726 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG22 
<400> 58 



gcgtaacgta 


tgcatggtct 


ccccatgcga 


gagtagggaa 


ctgccaggca 


tcaaataaaa 


60 


cgaaaggctc 


agtcgaaaga 


ctgggccttt 


cgttttatct 


gttgtttgtc 


ggtgaacgct 


120 


ctcctgagta 


ggacaaatcc 


geegggageg 


gatttgaacg 


ttgegaagea 


acggcccgga 


180 


gggtggcggg 


caggacgccc 


gecataaact 


gccaggcatc 


aaattaagca 


gaaggggect 


240 


cccaccgccc 


gtcctgcggg 


eggtatttga 


eggtcegtag 


tttaattcgt 


cttcgccatc 


300 


ctgacggatg 


gectttttge 


gtttctacaa 


actcttttgt 


ttatttttct 


aaatacattc 


360 


aaatatggac 


gtctcataat 


ttttaaaaaa 


ttcatttgac 


aaatgctaaa 


attcttgatt 


420 


aatattctca 


attgtgagcg 


ctcacaattt 


atcgatttga 


ttctagattt 


gttttaacta 


480 


attaaaggag 


gaataacata 


tggttaacgc 


gttggaattc 


gagctcacta 


gtgtcgacct 


540 


gcagggtacc 


atggaagctt 


actcgaggat 


ccgcggaaag 


aagaagaaga 


agaagaaagc 


600 


ccgaaaggaa 


gctgagttgg 


ctgctgccac 


cgctgagcaa 


taactagcat 


aaccccttgg 


660 


ggcctctaaa 


egggtcttga 


ggggtttttt 


gctgaaagga 


ggaaccgctc 


ttcacgctct 


720 


teaege 












726 



<210> 59 
<211> 44 
<212> DNA 
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<213> Homo sapiens 
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<400> 59 

tacgcactgg atccttataa gcagcttatt tttactgatt ggac 44 

<210> 60 

<211> 27 

<212> DNA 

<213> Homo sapiens 

<400> 60 

gtcctcctgg tacctaccta aaacaac 27 

<210> 61 

<211> 54 

<212> DNA 

<213> Homo sapiens 

<400> 61 

tatggatgaa gaaacttctc atcagctgct gtgtgataaa tgtccgccgg gtac 54 

<210> 62 

<211> 19 

<212> PRT 

<213> Homo sapiens 

<400> 62 

Met Asp Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro 
15 10 15 

Gly Thr Tyr 

<210> 63 
<211> 84 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> pAMG21 
<400> 63 

tatggaaact tttcctccaa aatatcttca ttatgatgaa gaaacttctc atcagctgct 60 
gtgtgataaa tgtccgccgg gtac 84 

<210> 64 

<211> 78 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21 
<400> 64 

ccggcggaca tttatcacac agcagctgat gagaagtttc ttcatcataa tgaagatatt 60 
ttggaggaaa agtttcca 78 

<210> 65 

<211> 44 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> pAMG21-MuOPG 

<400> 65 

tacgcactgg atccttataa gcagcttatt ttcacggatt gaac 44 

<210> 66 

<211> 38 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21-MuOPG 
<400> 66 

gtgctcctgg tacctaccta aaacagcact gcacagtg 38 

<210> 67 
<211> 84 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21-MuOPG 
<400> 67 

tatggaaact ctgcctccaa aatacctgca ttacgatccg gaaactggtc atcagctgct 
gtgtgataaa tgtgctccgg gtac 

<210> 68 
<211> 78 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG2 1-MuOPG 
<400> 68 

ccggagcaca tttatcacac agcagctgat gaccagtttc cggatcgtaa tgcaggtatt 
ttggaggcag agtttcca 

<210> 69 

<211> 54 

<212> DNA 

<213> Mus musculus 

<400> 69 

tatggaccca gaaactggtc atcagctgct gtgtgataaa tgtgctccgg gtac 

<210> 70 

<211> 48 

<212> DNA 

<213> Mus musculus 

<400> 70 

ccggagcaca tttatcacac agcagctgat gaccagtttc tgggtcca 

<210> 71 
<211> 87 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21 
<400> 71 

tatgaaagaa actctgcctc caaaatacct gcattacgat ccggaaactg gtcatcagct 60 
gctgtgtgat aaatgtgctc cgggtac 87 

<210> 72 

<211> 81 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21 
<400> 72 

ccggagcaca tttatcacac agcagctgat gaccagtttc cggatcgtaa tgcaggtatt 60 
ttggaggcag agtttctttc a 81 

<210> 73 

<211> 71 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21 
<400> 73 

gttctcctca tatgaaacat catcaccatc accatcatga aactctgcct ccaaaatacc 60 
tgcattacga t 71 

<210> 74 

<211> 43 

<212> DNA 

<213> Mus musculus 



<400> 74 

gttctcctca tatgaaagaa actctgcctc caaaatacct gca 
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<210> 75 

<211> 76 

<212> DNA 

<213> Mus musculus 



<400> 75 

tacgcactgg atccttaatg atggtgatgg tgatgatgta agcagcttat tttcacggat 60 
tgaacctgat tcccta 76 

<210> 76 

<211> 47 

<212> DNA 

<213> Mus musculus 



<400> 76 

gttctcctca tatgaaatac ctgcattacg atccggaaac tggtcat 47 

<210> 77 

<211> 43 

<212> DNA 

<213> Homo sapiens 

<400> 77 

gttctcctat taatgaaata tcttcattat gatgaagaaa ctt 43 

<210> 78 

<211> 40 

<212> DNA 

<213> Homo sapiens 

<400> 78 

tacgcactgg atccttataa gcagcttatt tttactgatt 40 

<210> 79 

<211> 40 

<212> DNA 

<213> Mus musculus 
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<400> 79 

gttctcctca tatggaaact ctgcctccaa aatacctgca 40 

<210> 80 

<211> 43 

<212> DNA 

<213> Mus musculus 



<400> 80 

tacgcactgg atccttatgt tgcatttcct ttctgaatta gca 43 

<210> 81 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21 

<400> 81 

ccggaaacag ataatgag 18 

<210> 82 

<211> 18 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21 

<400> 82 

gatcctcatt atctgttt 18 

<210> 83 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 
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<223> pAMG21 
<400> 83 

ccggaaacag agaagccacg caaaagtaag 30 

<210> 84 

<211> 30 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> PAMG21 
<400> 84 

gatccttact tttgcgtggc ttctctgttt 30 

<210> 85 

<211> 12 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> pAMG21 

<400> 85 

tatgttaatg ag 12 

<210> 86 

<211> 14 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21 

<400> 86 

gatcctcatt aaca 14 

<210> 87 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> pAMG21 
<400> 87 

tatgttccgg aaacagttaa g 21 

<210> 88 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21 

<400> 88 

gatccttaac tgtttccgga aca 23 

<210> 89 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21 

<400> 89 

tatgttccgg aaacagtgaa tcaactcaaa aataag 36 

<210> 90 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21 

<400> 90 

gatccttatt tttgagttga ttcactgttt ccggaaca 38 

<210> 91 
<211> 100 
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<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21 
<400> 91 

ctagcgacga cgacgacaaa gaaactctgc ctccaaaata cctgcattac gatccggaaa 60 
ctggtcatca gctgctgtgt cataaatgtg ctccgggtac 100 

<210> 92 

<211> 92 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21 
<400> 92 

ccggagcaca tttatcacac agcagctgat gaccagtttc cggatcgtaa tgcaggtatt 60 
ttggaggcag agtttctttg tcgtcgtcgt eg 92 

<210> 93 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 

<2 2 3> pAMG2 1- h uOPG 
<400> 93 

acaaacacaa tcgatttgat actaga 26 

<210> 94 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21-huOPG 
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<400> 94 

tttgttttaa ctaattaaag gaggaataaa atatgagagg atcgcatcac 50 

<210> 95 

<211> 50 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21-huOPG 

<400> 95 

catcaccatc acgaaacctt cccgccgaaa tacctgcact acgacgaaga 50 

<210> 96 

<211> 49 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21-huOPG 

<400> 96 

aacctcccac cagctgctgt gcgacaaatg cccgccgggt acccaaaca 49 

<210> 97 

<211> 26 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21-huOPG 

<400> 97 

tgtttgggta cccggcgggc atttgt 26 

<210> 98 

<211> 50 

<212> DNA 

<213> Artificial sequence 
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<220> 

<223> pAMG21-huOPG 
<400> 98 

cgcacagcag ctggtgggag gtttcttcgt cgtagtgcag gtatttcggc 50 

<210> 99 

<211> 49 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> pAMG21-huOPG 

<400> 99 

gggaaggttt cgtgatggtg atggtgatgc catcctctca tattttatt 49 

<210> 100 

<211> 50 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> pAMG21-huOPG 

<400> 100 

cctcctttaa ttagttaaaa caaatctagt atcaaatcga ttgtgtttgt 50 

<210> 101 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 101 

acaaacacaa tcgatttgat actagatttg ttttaactaa ttaaaggagg aataaaatg 59 

<210> 102 

<211> 48 

<212> DNA 

<213> Homo sapiens 
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<400> 102 

ctaattaaag gaggaataaa atgaaagaaa cttttcctcc aaaatatc 48 

<210> 103 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 103 

tgtttgggta cccggcggac atttatcaca c 31 

<210> 104 

<211> 59 

<212> DNA 

<213> Homo sapiens 

<400> 104 

acaaacacaa tcgatttgat actagatttg ttttaactaa ttaaaggagg aataaaatg 59 

<210> 105 

<211> 54 

<212> DNA 

<213> Homo sapiens 

<400> 105 

ctaattaaag gaggaataaa atgaaaaaaa aagaaacttt tcctccaaaa tatc 54 

<210> 106 

<211> 31 

<212> DNA 

<213> Homo sapiens 

<400> 106 

tgtttgggta cccggcggac atttatcaca c 31 

<210> 107 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> PCR primer for Fc-hOPG fusion protein. 
<400> 107 

cagcccgggt aaaatggaaa cgtttcctcc aaaatatctt catt 

<210> 108 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR primer for FchOPG fusion protein. 

<400> 108 

cgtttccatt ttacccgggc tgagcgagag gctcttctgc gtgt 

<210> 109 

<211> 45 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Fc/muOPG 

<400> 109 

cgctcagccc gggtaaaatg gaaacgttgc ctccaaaata cctgc 

<210> 110 

<211> 39 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Fc/muOPG 

<400> 110 

ccattttacc cgggctgagc gagaggctct tctgcgtgt 

<210> 111 
<211> 36 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> muOPG 
<400> 111 

gaaaataaga tgcttagctg cagctgaacc aaaatc 36 



<210> 112 

<211> 34 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> muOPG 

<400> 112 

cagctgcagc taagcagctt attttcacgg attg 

<210> 113 

<211> 36 

<212> DNA 

<213> Artificial Sequence 



34 



<220> 

<223> huOPG 
<400> 113 

aaaaataagc tgcttagctg cagctgaacc aaaatc 36 

<210> 114 

<211> 35 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> huOPG 

<400> 114 

cagctgcagc taagcagctt atttttactg attgg 35 
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<210> 115 

<211> 102 

<212> DNA 

<213> Artificial Sequence 
<220> 

<2 2 3> pAMG2 1- h uOPG 
<220> 

<221> mi sc_feature 

<223> Linker with xbal arid Kpnl sites inserted into human sequence. 



<400> 115 

ctagaaggag gaataacata tggaaacttt tgctccaaaa tatcttcatt atgatgaaga 60 
aactagtcat cagctgctgt gtgataaatg tccgccgggt ac 102 

<210> 116 

<211> 94 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> huOPG 
<400> 116 

ccggcggaca tttatcacac agcagctgat gactagtttc ttcatcataa tgaagatatt 60 
ttggagcaaa agtttccata tgttattcct cctt 94 

<210> 117 

<211> 62 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> huOPG 
<400> 117 

ctagaaggag gaataacata tggaaacttt tcctgctaaa tatcttcatt atgatgaaga 60 
aa 62 
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<210> 118 
<211> 62 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> huOPG 

<400> 118 

ctagtttctt catcataatg aagatattta gcaggaaaag tttccatatg ttattcctcc 60 
tt 62 

<210> 119 

<211> 51 

<212> PRT 

<213> Homo sapiens 



<400> 119 

Tyr His Tyr Tyr Asp Gin Asn Gly Arg Met cys Glu Glu Cys His Met 
1 5 10 15 

Cys Gin Pro Gly His Phe Leu Val Lys His Cys Lys Gin Pro Lys Arg 
20 25 30 

Asp Thr Val Cys His Lys Pro Cys Glu Pro Gly Val Thr Tyr Thr Asp 
35 40 45 

Asp Trp His 
50 

<210> 120 
<211> 2432 
<212> DNA 

<213> Rattus rattus 



<220> 

<221> CDS 

<222> (124) . . (1326) 
<223> 
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<400> 120 

atcaaaggca gggcatactt cctgttgccc agaccttata taaaacgtca tgttcgcctg 60 

ggcagcagag aagcacctag cactggccca gcggctgccg cctgaggttt ccagaggacc 120 

aca atg aac aag tgg ctg tgc tgt gca etc ctg gtg ttc ttg gac ate 168 
Met Asn Lys Trp Leu Cys Cys Ala Leu Leu val Phe Leu Asp lie 
15 10 15 

att gaa tgg aca acc cag gaa acc ttt cct cca aaa tac ttg cat tat 216 
lie Glu Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr 
20 25 30 

gac cca gaa acc gga cgt cag etc ttg tgt gac aaa tgt get cct ggc 264 
Asp Pro Glu Thr Gly Arg Gin Leu Leu cys Asp Lys cys Ala Pro Gly 
35 40 45 

acc tac eta aaa cag cac tgc aca gtc agg agg aag aca ctg tgt gtc 312 
Thr Tyr Leu Lys Gin His Cys Thr Val Arg Arg Lys Thr Leu Cys Val 
50 55 60 

cct tgc cct gac tac tct tat aca gac age tgg cac acg agt gat gaa 360 
pro Cys Pro Asp Tyr ser Tyr Thr Asp Ser Trp His Thr ser Asp Glu 
65 70 75 

tgc gtq tac tgc age ccc gtq tgc aag gaa ctg cag acc gtq aaa cag 408 
Cys val Tyr Cys Ser Pro Val Cys Lys Glu Leu Gin Thr Val Lys Gin 
80 85 90 95 

gag tgc aac cgc acc cac aac cga gtq tgc gaa tgt gag gaa ggg cgc 456 
Glu Cys Asn Arg Thr His Asn Arg Val Cys Glu Cys Glu Glu Gly Arg 
100 105 110 

tac ctg gag etc gaa ttc tgc ttg aag cac egg age tgt ccc cca gqc 504 
Tyr Leu Glu Leu Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly 
115 120 125 

ttg ggt gtq ctg cag get gqg acc cca gag cga aac acg gtt tgc aaa 552 
Leu Gly val Leu Gin Ala Gly Thr Pro Glu Arg Asn Thr val Cys Lys 
130 135 140 

aga tgt ccg gat gqg ttc ttc tea ggt gag acg tea teg aaa gca ccc 600 
Arg cys Pro Asp Gly Phe Phe Ser Gly Glu Thr ser ser Lys Ala Pro 
145 150 155 

tgt agg aaa cac acc aac tgc age tea ctt gqc etc ctg eta att cag 648 
Cys Arg Lys His Thr Asn cys Ser ser Leu Gly Leu Leu Leu lie Gin 
160 165 170 175 

aaa gga aat gca aca cat gac aat gta tgt tec gga aac aga gaa gca 696 
Lys Gly Asn Ala Thr His Asp Asn val Cys ser Gly Asn Arg Glu Ala 
180 185 190 

act caa aat tgt gaa ata gat gtc acc ctg tgc gaa gag gca ttc ttc 744 
Thr Gin Asn Cys Glu lie Asp val Thr Leu Cys Glu Glu Ala Phe Phe 
195 200 205 

agg ttt get gtg cct acc aag att ata ccg aat tgg ctg agt gtt ctg 792 
Arg Phe Ala Val Pro Thr Lys lie lie Pro Asn Trp Leu Ser Val Leu 
210 215 220 

gtg gac agt ttg cct ggg acc aaa gtg aat gca gag agt gta gag agg 840 
val Asp ser Leu Pro Gly Thr Lys val Asn Ala Glu ser val Glu Arg 
225 230 235 

ata aaa egg aga cac age teg caa gag caa act ttc cag eta ctt aag 888 

lie Lys Arg Arg His Ser ser Gin Glu Gin Thr Phe Gin Leu Leu Lys 
240 245 250 255 
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ctg tgg aag cat caa aac aga gac cag gaa atg gtg aag aag ate ate 

Leu Trp Lys His Gin Asn Arg Asp Gin Glu Met val l_ys Lys lie lie 

260 265 270 

caa gac att gac etc tgt gaa age agt gtg caa egg cat ate gqc cac 

Gin Asp lie Asp Leu cys Glu ser ser val Gin Arg His lie Gly His 



936 



984 



gcg aac etc ace aca gag cag etc cgc ate ttg atg gag age ttg cct 
Ala Asn Leu Thr Thr Glu Gin Leu Arg lie Leu Met Glu ser Leu Pro 
290 295 300 



1032 



gqg aag aag ate age cca gac gag att gag aga acg aga aag ace tgc 
Gly Lys Lys lie ser Pro Asp Glu lie Glu Arg Thr Arg Lys Thr cys 
305 310 315 



1080 



aaa ccc age gag cag etc ctg aag eta ctg age ttg tgg agg ate aaa 
Lys Pro ser Glu Gin Leu Leu Lys Leu Leu ser Leu Trp Arg lie Lys 
320 325 330 335 



1128 



aat gga gac caa gac acc ttg aag gqc ctg atg tac gca etc aag cac 
Asn Gly Asp Gin Asp Thr Leu Lys Gly Leu Met Tyr Ala Leu Lys His 



340 



345 



350 



1176 



ttg aaa gca tac cac ttt ccc aaa acc gtc acc cac agt ctg agg aag 
Leu Lys Ala Tyr His Phe Pro Lys Thr val Thr His ser Leu Arg Lys 
355 360 365 



1224 



acc ate agg ttc ttg cac age ttc acc atg tac cga ttg tat cag aaa 
Thr lie Arg Phe Leu His ser Phe Thr Met Tyr Arg Leu Tyr Gin Lys 
370 375 380 



1272 



etc ttt eta gaa atg ata gqg aat cag gtt caa tea gtg aag ata age 
Leu Phe Leu Glu Met lie Gly Asn Gin val Gin ser val Lys lie ser 
385 390 395 



1320 



tgc tta tagttaggaa tggtcactgg gctgtttctt caggatgggc caacactgat 

Cys Leu 

400 


1376 


ggagcagatg 


gctgcttctc 


eggctcttga 


aatggcagtt 


gattcctttc 


tcatcagttg 


1436 


gtgggaatga 


agatcctcca 


gcccaacaca 


cacactgggg 


agtctgagtc 


aggagagtga 


1496 


ggcaggctat 


ttgataattg 


tgcaaagctg 


ccaggtgtac 


acctagaaag 


tcaagcaccc 


1556 


tgagaaagag 


gatattttta 


taacctcaaa 


cataggccct 


ttccttcctc 


tccttatgga 


1616 


tgagtactca 


gaaggcttct 


actatcttct 


gtgtcatccc 


tagatgaagg 


cctcttttat 


1676 


ttattttttt 


attctttttt 


teggagctgg 


ggaccgaacc 


cagggecttg 


egcttgegag 


1736 


geaagtgetc 


taccactgag 


ctaaatctcc 


aacccctgaa 


ggcctctttc 


tttctgcctc 


1796 


tgatagtcta 


tgacattctt 


ttttctacaa 


ttcgtatcag 


gtgeacgage 


cttatcccat 


1856 


ttgtaggttt 


ctaggcaagt 


tgaccgttag 


ctatttttcc 


ctctgaagat 


ttgattcgag 


1916 


ttgeagaett 


ggctagacaa 


gcaggggtag 


gttatggtag 


tttatttaac 


agactgccac 


1976 


caggagtcca 


gtgtttcttg 


ttcctctgta 


gttgtaccta 


agctgactcc 


aagtacattt 


2036 


agtatgaaaa 


ataatcaaca 


aattttattc 


cttctatcaa 


cattggctag 


ctttgtttca 


2096 


gggcactaaa 


agaaactact 


atatggagaa 


agaattgata 


ttgcccccaa 


cgttcaacaa 


2156 


cccaatagtt 


tatccagctg 


teatgectgg 


ttcagtgtct 


actgactatg 


cgccctctta 


2216 
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ttactgcatg cagtaattca actggaaata gtaataataa taatagaaat aaaatctaga 2276 

ctccattgga tctctctgaa tatgggaata tctaacttaa gaagctttga gatttcagtt 2336 

gtgttaaagg cttttattaa aaagctgatg ctcttctgta aaagttacta atatatctgt 2396 

aagactatta cagtattgct atttatatcc atccag 2432 

<210> 121 

<211> 401 

<212> PRT 

<213> Rattus rattus 



<400> 121 

Met Asn Lys Trp Leu cys Cys Ala Leu Leu val Phe Leu Asp lie lie 
15 10 15 

Glu Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

pro Glu Thr Gly Arg Gin Leu Leu Cys Asp Lys Cys Ala Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Val Arg Arg Lys Thr Leu Cys Val Pro 
50 55 60 

Cys Pro Asp Tyr ser Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

val Tyr Cys Ser Pro val Cys Lys Glu Leu Gin Thr val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg val Cys Glu Cys Glu Glu Gly Arg Tyr 
100 105 110 

Leu Glu Leu Glu Phe cys Leu Lys His Arg Ser Cys Pro Pro Gly Leu 
115 120 125 

Gly Val Leu Gin Ala Gly Thr Pro Glu Arg Asn Thr val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Gly Glu Thr ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Ser Leu Gly Leu Leu Leu lie Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn val Cys ser Gly Asn Arg Glu Ala Thr 
180 185 190 
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Gin Asn Cys Glu lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala val Pro Thr Lys lie lie Pro Asn Trp Leu Ser Val Leu val 
210 215 220 

Asp Ser Leu Pro Gly Thr Lys Val Asn Ala Glu Ser val Glu Arg lie 
225 230 235 240 

Lys Arg Arg His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Arg Asp Gin Glu Met Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Ser ser val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Thr Glu Gin Leu Arg lie Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys lie Ser Pro Asp Glu lie Glu Arg Thr Arg Lys Thr cys Lys 
305 310 315 320 

Pro Ser Glu Gin Leu Leu Lys Leu Leu ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met Tyr Ala Leu Lys His Leu 
340 345 350 

Lys Ala Tyr His Phe Pro Lys Thr val Thr His Ser Leu Arg Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Arg Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met lie Gly Asn Gin val Gin Ser val Lys lie Ser Cys 
385 390 395 400 

Leu 



<210> 122 

<211> 1325 

<212> DNA 

<213> Mus musculus 
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<220> 

<221> CDS 

<222> (91).. (1293) 

<223> 



A-378CIP5 rev. ST25.txt 



<220> 

<221> mi sc_f eature 

<222> (11) . . (11) 

<223> At position 11, R is a purine. 



<400> 122 

ccttatataa racgtcatga ttgcctgggc tgcagagacg cacctagcac tgacccagcg 

gctgcctcct gaggtttccc gaggaccaca atg aac aag tgg ctg tgc tgc gca 

Met Asn Lys Trp Leu Cys Cys Ala 
1 5 

etc ctg gtg etc ctg gac ate att gaa tgg aca acc cag gaa ace ctt 
Leu Leu val Leu Leu Asp lie lie Glu Trp Thr Thr Gin Glu Thr Leu 
10 15 20 

ctt cca aag tac ttg cat tat gac cca gaa act ggt cat cag etc ctg 
Leu Pro Lys Tyr Leu His Tyr Asp Pro Glu Thr Gly His Gin Leu Leu 
25 30 35 40 



tgt gac aaa tgt get cct ggc acc tac eta aaa cag cac tgc aca gtg 
Cys Asp Lys Cys Ala Pro Gly Thr Tyr Leu Lys Gin His Cys Thr val 
45 50 55 



agg agg aag aca ttg tgt gtc cct tgc cct gac cac tct tat acg gac 

Arg Arg Lys Thr Leu Cys Val Pro Cys Pro Asp His Ser Tyr Thr Asp 

60 65 70 

age tgg cac acc agt gat gag tgt gtg tat tgc age cca gtg tgc aag 

ser Trp His Thr Ser Asp Glu Cys val Tyr Cys Ser Pro val cys Lys 

75 80 85 

gaa ctg cag tec gtg aag cag gag tgc aac cgc acc cac aac cga gtg 

Glu Leu Gin ser val Lys Gin Glu Cys Asn Arg Thr His Asn Arg val 

90 95 100 

tgt gag tgt gag gaa ggg cgt tac ctg gag ate gaa ttc tgc ttg aag 

Cys Glu Cys Glu Glu Gly Arg Tyr Leu Glu lie Glu Phe Cys Leu Lys 



105 



110 



115 



120 



cac egg age tgt ccc ccg ggc tec ggc gtg gtg caa get gga acc cca 
His Arg Ser Cys Pro Pro Gly Ser Gly Val Val Gin Ala Gly Thr Pro 
125 130 135 



gag cga aac aca gtt tgc aaa aaa tgt cca gat ggg ttc ttc tea ggt 
Glu Arg Asn Thr val Cys Lys Lys Cys Pro Asp Gly Phe Phe Ser Glv 
140 145 150 



gag act tea teg aaa gca ccc tgt ata aaa cac acg aac tgc age aca 
Glu Thr ser ser Lys Ala Pro Cys lie Lys His Thr Asn cys Ser Thr 
155 160 165 

ttt ggc etc ctg eta att cag aaa gga aat gca aca cat gac aac tgt 
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114 

162 

210 

258 

306 

354 

402 

450 

498 

546 

594 

642 
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Phe Gly Leu Leu Leu lie Gin Lys Gly Asn Ala Thr His Asp Asn Cys 

170 175 180 

tgt tec gqa aac aga gaa gec acg caa aag tgt gqa ata gat gtc acc 690 

Cys ser Gly Asn Arg Glu Ala Thr Gin Lys Cys Gly lie Asp val Thr 

185 190 195 200 

ctg tgt gaa gag gec ttc ttc agg ttt get gtt cct acc aag att ata 738 

Leu Cys Glu Glu Ala Phe Phe Arg Phe Ala val Pro Thr Lys lie lie 

205 210 215 

cca aat tgg ctg agt gtt ttg gtq gac agt ttg cct gqg acc aaa gtq 786 

Pro Asn Trp Leu Ser val Leu val Asp Ser Leu Pro Gly Thr Lys val 

220 225 230 

aat gec gag agt gta gag agg ata aaa egg aga cac age tea caa gag 834 

Asn Ala Glu Ser Val Glu Arg lie Lys Arg Arg His Ser Ser Gin Glu 

235 240 245 

caa acc ttc cag ctg ctg aag ctg tgg aaa cat caa aac aga gac cag 882 

Gin Thr Phe Gin Leu Leu Lys Leu Trp Lys His Gin Asn Arg Asp Gin 

250 255 260 

gaa atg gtq aag aag ate ate caa gac att gac etc tgt gaa age age 930 

Glu Met Val Lys Lys lie lie Gin Asp lie Asp Leu Cys Glu Ser Ser 

265 270 275 280 

gtq cag egg cat etc gqc cac teg aac etc acc aca gag cag ctt ctt 978 

vaT Gin Arg His Leu Gly His Ser Asn Leu Thr Thr Glu Gin Leu Leu 

285 290 295 

gee ttg atg gag age ctg cct gqg aag aag ate age cca gaa gag att 1026 

Ala Leu Met Glu ser Leu Pro Gly Lys Lys lie ser Pro Glu Glu lie 

300 305 310 

gag aga acg aga aag acc tgc aaa teg age gag cag etc ctg aag eta 1074 

Glu Arg Thr Arg Lys Thr cys Lys ser ser Glu Gin Leu Leu Lys Leu 

315 320 325 

etc agt tta tgg agg ate aaa aat ggt gac caa gac acc ttg aag gqc 1122 

Leu Ser Leu Trp Arg lie Lys Asn Gly Asp Gin Asp Thr Leu Lys Gly 

330 335 340 

ctg atg tat gee etc aag cac ttg aaa aca tec cac ttt ccc aaa act 1170 

Leu Met Tyr Ala Leu Lys His Leu Lys Thr Ser His Phe Pro Lys Thr 

345 350 355 360 

gtc acc cac agt ctg agg aag acc atg agg ttc ctg cac age ttc aca 1218 

val Thr His Ser Leu Arg Lys Thr Met Arg Phe Leu His Ser Phe Thr 

365 370 375 

atg tac aga ctg tat cag aag etc ttt tta gaa atg ata gqg aat cag 1266 

Met Tyr Arg Leu Tyr Gin Lys Leu Phe Leu Glu Met lie Gly Asn Gin 

380 385 390 



gtt caa tec gtq aaa ata age tgc tta taactaggaa tggtcactgg 
val Gin ser val Lys lie Ser Cys Leu 
395 400 



1313 



gctgtttctt ca 1325 

<210> 123 
<211> 401 
<212> prt 
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<213> Mus musculus 



A-378CIP5 rev. ST25.txt 



<220> 

< 2 2 1> mis c_f e a t u r e 
<222> (11) . . CH) 

<223> At position 11, R is a purine. 
<400> 123 

Met Asn Lys Trp Leu Cys Cys Ala Leu Leu Val Leu Leu Asp lie lie 
15 10 15 

Glu Trp Thr Thr Gin Glu Thr Leu Leu Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Pro Glu Thr Gly His Gin Leu Leu Cys Asp Lys Cys Ala Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr val Arg Arg Lys Thr Leu cys val Pro 
50 55 60 

Cys Pro Asp His ser Tyr Thr Asp ser Trp His Thr ser Asp Glu cys 
65 70 75 80 

Val Tyr cys Ser Pro val Cys Lys Glu Leu Gin Ser val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg val Cys Glu cys Glu Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Ser 
115 120 125 

Gly val val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Lys 
130 135 140 

cys Pro Asp Gly Phe Phe ser Gly Glu Thr ser ser Lys Ala Pro cys 
145 150 155 160 

lie Lys His Thr Asn Cys Ser Thr Phe Gly Leu Leu Leu lie Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn Cys cys ser Gly Asn Arg Glu Ala Thr 
180 185 190 

Gin Lys Cys Gly lie Asp val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala Val Pro Thr Lys lie lie Pro Asn Trp Leu Ser val Leu Val 
210 215 220 
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Asp Ser Leu Pro Gly Thr Lys val Asn Ala Glu Ser val Glu Arg lie 
225 230 235 240 

Lys Arg Arg His Ser ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Arg Asp Gin Glu Met val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Ser Ser val Gin Arg His Leu Gly His Ser 
275 280 285 

Asn Leu Thr Thr Glu Gin Leu Leu Ala Leu Met Glu ser Leu Pro Gly 
290 295 300 

Lys Lys lie ser Pro Glu Glu lie Glu Arg Thr Arg Lys Thr Cys Lys 
305 310 315 320 

Ser Ser Glu Gin Leu Leu Lys Leu Leu ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met Tyr Ala Leu Lys His Leu 
340 345 350 

Lys Thr Ser His Phe Pro Lys Thr val Thr His Ser Leu Arg Lys Thr 
355 360 365 

Met Arg Phe Leu His Ser Phe Thr Met Tyr Arg Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met lie Gly Asn Gin val Gin ser val Lys lie ser Cys 
385 390 395 400 

Leu 



<210> 124 

<211> 1356 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (95).. (1297) 

<223> 
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<220> 

<221> mi sc_f eature 

<222> (63). .(63) 

<223> At position 63, Y is a pyrimidine. 



<400> 124 

gtatatataa cgtgatgagc gtacgggtgc ggagacgcac cggcgcgctc gcccagccgc 60 

cgyctccaag cccctgaggt ttccggggac caca atg aac aag ttg ctg tgc tgc 115 

Met Asn Lys Leu Leu Cys Cys 
1 5 

gcg etc gtg ttt ctg gac ate tec att aag tgg acc acc cag gaa acg 163 

Ala Leu val Phe Leu Asp lie Ser lie Lys Trp Thr Thr Gin Glu Thr 
10 15 20 

ttt cct cca aag tac ctt cat tat gac gaa gaa acc tct cat cag ctg 211 

phe Pro Pro Lys Tyr Leu His Tyr Asp Glu Glu Thr ser His Gin Leu 
25 30 35 

ttg tgt gac aaa tgt cct cct ggt acc tac eta aaa caa cac tgt aca 259 

Leu Cys Asp Lys Cys Pro Pro Gly Thr Tyr Leu Lys Gin His Cys Thr 

40 45 50 55 

gca aag tgg aag tec gtg tgc gee cct tgc cct gac cac tac tac aca 307 

Ala Lys Trp Lys Ser val cys Ala Pro cys Pro Asp His Tyr Tyr Thr 

60 65 70 

gac age tgg cac acc agt gac gag tgt eta tac tgc age ccc gtg tgc 355 

Asp Ser Trp His Thr Ser Asp Glu Cys Leu Tyr Cys Ser Pro val Cys 

75 80 85 

aag gag ctg cag tac gtc aag cag gag tgc aat cgc acc cac aac cgc 403 

Lys Glu Leu Gin Tyr val Lys Gin Glu Cys Asn Arg Thr His Asn Arg 
90 95 100 

gtg tgc gaa tgc aag gaa ggg cgc tac ctt gag ata gag ttc tgc ttg 451 

val Cys Glu cys Lys Glu Gly Arg Tyr Leu Glu lie Glu Phe Cys Leu 
105 110 115 

aaa cat agg age tgc cct cct gga ttt gga gtg gtg caa get gga acc 499 

Lys His Arg ser Cys Pro Pro Gly Phe Gly val val Gin Ala Gly Thr 

120 125 130 135 

cca gag cga aat aca gtt tgc aaa aga tgt cca gat ggg ttc ttc tea 547 

Pro Glu Arg Asn Thr Val Cys Lys Arg Cys Pro Asp Gly Phe Phe Ser 

140 145 150 

aat gag acg tea tct aaa gca ccc tgt aga aaa cac aca aat tgc agt 595 

Asn Glu Thr Ser Ser Lys Ala Pro Cys Arg Lys His Thr Asn Cys Ser 

155 160 165 

gtc ttt ggt etc ctg eta act cag aaa gga aat gca aca cac gac aac 643 

val Phe Gly Leu Leu Leu Thr Gin Lys Gly Asn Ala Thr His Asp Asn 
170 175 180 

ata tgt tec gga aac agt gaa tea act caa aaa tgt gga ata gat gtt 691 

He Cys Ser Gly Asn Ser Glu Ser Thr Gin Lys Cys Gly lie Asp val 
185 190 195 

acc ctg tgt gag gag gca ttc ttc agg ttt get gtt cct aca aag ttt 739 
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Thr Leu Cys G"lu Glu Ala Phe Phe Arg Phe Ala val Pro Thr Lys Phe 

200 205 210 215 

acg cct aac tgg ctt agt gtc ttg gta gac aat ttg cct gqc acc aaa 787 

Thr Pro Asn Trp Leu Ser val Leu val Asp Asn Leu Pro Gly Thr Lys 

220 225 230 

gta aac gca gag agt gta gag agg ata aaa egg caa cac age tea caa 835 

val Asn Ala Glu ser val Glu Arg lie Lys Arg Gin His ser Ser Gin 

235 240 245 

gaa cag act ttc cag ctg ctg aag tta tgg aaa cat caa aac aaa gee 883 

Glu Gin Thr Phe Gin Leu Leu Lys Leu Trp Lys His Gin Asn Lys Ala 

250 255 260 

caa gat ata gtc aag aag ate ate caa gat att gac etc tgt gaa aac 931 

Gin Asp lie Val Lys Lys lie lie Gin Asp lie Asp Leu Cys Glu Asn 
265 270 275 



age gtq cag egg cac att gqa cat get aac etc acc ttc gag cag ctt 

Ser vat Gin Arg His lie Gly His Ala Asn Leu Thr Phe Glu Gin Leu 

280 285 290 295 

cgt age ttg atg gaa age tta ccg gqa aag aaa gtq gqa gca gaa gac 

Arg Ser Leu Met Glu Ser Leu Pro Gly Lys Lys val Gly Ala Glu Asp 

300 305 310 



979 



1027 



att gaa aaa aca ata aag gca tgc aaa ccc agt gac cag ate ctg aag 1075 
lie Glu Lys Thr lie Lys Ala Cys Lys Pro Ser Asp Gin lie Leu Lys 
315 320 325 

ctg etc agt ttg tgg cga ata aaa aat gqc gac caa gac acc ttg aag 1123 
Leu Leu Ser Leu Trp Arg lie Lys Asn Gly Asp Gin Asp Thr Leu Lys 
330 335 340 

gqc eta atg cac gca eta aag cac tea aag acg tac cac ttt ccc aaa 1171 
Gly Leu Met His Ala Leu Lys His Ser Lys Thr Tyr His Phe Pro Lys 
345 350 355 

act gtc act cag agt eta aag aag acc ate agg ttc ctt cac age ttc 1219 
Thr Val Thr Gin Ser Leu Lys Lys Thr lie Arg Phe Leu His Ser Phe 
360 365 370 375 

aca atg tac aaa ttg tat cag aag tta ttt tta gaa atg ata gat aac 1267 
Thr Met Tyr Lys Leu Tyr Gin Lys Leu Phe Leu Glu Met lie Gly Asn 
380 385 390 

cag gtc caa tea gta aaa ata age tgc tta taactggaaa tggccattga 1317 
Gin Val Gin Ser Val Lys lie Ser Cys Leu 
395 400 

gctgtttcct cacaattggc gagatcccat ggatgataa 1356 

<210> 125 

<211> 401 

<212> prt 

<213> Homo sapiens 



<220> 

< 2 2 1> mis c_f e a t u r e 
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<222> (63). .(63) 

<223> At position 63, Y is a pyrimi di ne , 
<400> 125 

Met Asn Lys Leu Leu cys cys Ala Leu val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Ser Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr ser Asp Glu cys 
65 70 75 80 

Leu Tyr Cys Ser Pro val Cys Lys Glu Leu Gin Tyr Val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

cys Pro Asp Gly Phe Phe Ser Asn Glu Thr ser ser Lys Ala Pro cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp Val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala val Pro Thr Lys Phe Thr Pro Asn Trp Leu ser val Leu val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys val Asn Ala Glu Ser val Glu Arg lie 
225 230 235 240 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 
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Trp Lys His Gin Asn Lys Ala Gin Asp lie Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Asn Ser val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His ser 
340 345 350 

Lys Thr Tyr His Phe Pro Lys Thr val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met lie Gly Asn Gin val Gin ser val Lys lie ser Cys 
385 390 395 400 

Leu 



<210> 126 

<211> 139 

<212> PRT 

<213> Homo sapiens 

<400> 126 

Cys Pro Gin Gly Lys Tyr lie His Pro Gin Asn Asn ser lie Cys cys 
15 10 15 

Thr Lys Cys His Lys Gly Thr Tyr Leu Tyr Asn Asp Cys Pro Gly Pro 
20 25 30 

Gly Gin Asp Thr Asp Cys Arg Glu Cys Glu Ser Gly Ser Phe Thr Ala 
35 40 45 

Ser Glu Asn His Leu Arg His Cys Leu Ser Cys Ser Lys Cys Arg Lys 
50 55 60 
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Glu Met Gly Gin val Glu lie Ser Ser Cys Thr Val Asp Arg Asp Thr 
65 70 75 80 

Val Cys Gly Cys Arg Lys Asn Gin Tyr Arg His Tyr Trp Ser Glu Asn 
85 90 95 

Leu Phe Gin Cys Phe Asn Cys Ser Leu Cys Leu Asn Gly Thr val His 
100 105 110 

Leu Ser Cys Gin Glu Lys Gin Asn Thr val Cys Thr cys His Ala Gly 
115 120 125 

Phe Phe Leu Arg Glu Asn Glu Cys val ser Cys 
130 135 

<210> 127 

<211> 48 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> huOPG 
<400> 127 

acctacttct ttgaagagta gtcgacgaca cactatttac aggcggcc 

<210> 128 

<211> 219 

<212> PRT 

<213> Rattus rattus 

<400> 128 

Met Leu Gly lie Trp Thr Leu Leu Pro Leu val Leu Thr Ser Val Ala 
15 10 15 

Arg Leu Ser Ser Lys Ser val Asn Ala Gin Val Thr Asp lie Asn ser 
20 25 30 

Lys Gly Leu Glu Leu Arg Lys Thr val Thr Thr val Glu Thr Gin Asn 
35 40 45 

Leu Glu Gly Leu His His Asp Gly Gin Phe Cys His Lys Pro Cys Pro 
50 55 60 
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Pro Gly G"lu Arg Lys Ala Arg Asp Cys Thr val Asn Gly Asp Glu Pro 
65 70 75 80 

Asp Cys val Pro Cys Gin Glu Gly Lys Glu Tyr Thr Asp Lys Ala His 
85 90 95 

Phe Ser Ser Lys Cys Arg Arg Cys Arg Leu Cys Asp Glu Gly His Gly 
100 105 110 

Leu Glu val Glu lie Asn Cys Thr Arg Thr Gin Asn Thr Lys Cys Arg 
115 120 125 

Cys Lys Pro Asn Phe Phe Cys Asn Ser Thr val Cys Glu His Cys Asp 
130 135 140 

Pro Cys Thr Lys Cys Glu His Gly lie lie Lys Glu Cys Thr Leu Thr 
145 150 155 160 

ser Asn Thr Lys cys Lys Glu Glu Gly ser Arg ser Asn Leu Gly Trp 
165 170 175 

Leu Cys Leu Leu Leu Leu Pro lie Pro Leu lie val Trp val Lys Arg 
180 185 190 

Lys Glu val Gin Lys Thr Cys Arg Lys His Arg Lys Glu Asn Gin Gly 
195 200 205 

ser His Glu ser Pro Thr Leu Asn Pro Glu Thr 
210 215 

<210> 129 

<211> 280 

<212> PRT 

<213> Rattus rattus 



<400> 129 

Met Gly Leu Ser Thr val Pro Asp Leu Leu Leu Pro Leu val Leu Leu 
15 10 15 

Glu Leu Leu val Gly lie Tyr Pro Ser Gly val lie Gly Leu Val Pro 
20 25 30 

His Leu Gly Asp Arg Glu Lys Arg Asp Ser Val Cys Pro Gin Gly Lys 
35 40 45 

Tyr lie His Pro Gin Asn Asn ser lie Cys Cys Thr Lys Cys His Lys 
50 55 60 
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Gly Thr Tyr Leu Tyr Asn Asp Cys Pro Gly Pro Gly Gin Asp Thr Asp 
65 70 75 80 

Cys Arg Glu Cys Glu Ser Gly Ser Phe Thr Ala Ser Glu Asn His Leu 
85 90 95 

Arg His Cys Leu Ser cys Ser Lys Cys Arg Lys Glu Met Gly Gin val 
100 105 110 

Glu lie Ser Ser Cys Thr val Asp Arg Asp Thr val Cys Gly Cys Arg 
115 120 125 

Lys Asn Gin Tyr Arg His Tyr Trp ser Glu Asn Leu Phe Gin cys Phe 
130 135 140 

Asn Cys Ser Leu Cys Leu Asn Gly Thr val His Leu Ser Cys Gin Glu 
145 150 155 160 

Lys Gin Asn Thr val Cys Thr cys His Ala Gly Phe Phe Leu Arg Glu 
165 170 175 

Asn Glu Cys Val Ser Cys Ser Asn Cys Lys Lys Ser Leu Glu Cys Thr 
180 185 190 

Lys Leu Cys Leu Pro Gin lie Glu Asn val Lys Gly Thr Glu Asp Ser 
195 200 205 

Gly Thr Thr val Leu Leu Pro Leu val lie Phe Phe Gly Leu Cys Leu 
210 215 220 

Leu Ser Leu Leu Phe lie Gly Leu Met Thr Arg Thr Gin Arg Trp Lys 
225 230 235 240 

Ser Lys Leu Tyr Ser lie Val Cys Gly Lys Ser Thr Pro Glu Lys Glu 
245 250 255 

Gly Glu Leu Glu Gly Thr Thr Thr Lys Pro Leu Ala Pro Asn Pro Ser 
260 265 270 

Phe Ser Pro Thr Pro Gly Phe Thr 
275 280 

<210> 130 

<211> 207 

<212> PRT 

<213> Rattus rattus 



<400> 130 
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Met Leu Arg Leu lie Ala Leu Leu Val Cys val Val Tyr val Tyr Gly 
15 10 15 

Asp Asp Val Pro Tyr Ser Ser Asn Gin Gly Lys Cys Gly Gly His Asp 
20 25 30 

Tyr Glu Lys Asp Gly Leu Cys Cys Ala Ser Cys His Pro Gly Phe Tyr 
35 40 45 

Ala Ser Arg Leu Cys Gly Pro Gly ser Asn Thr val cys Ser Pro cys 
50 55 60 

Glu Asp Gly Thr Phe Thr Ala Ser Thr Asn His Ala Pro Ala Cys val 
65 70 75 80 

Ser cys Arg Gly Pro Cys Thr Gly His Leu ser Glu ser Gin Pro Cys 
85 90 95 

Asp Arg Thr His Asp Arg val Cys Asn Cys Ser Thr Gly Asn Tyr Cys 
100 105 110 

Leu Leu Lys Gly Gin Asn Gly cys Arg lie Cys Ala Pro Gin Thr Lys 
115 120 125 

Cys Pro Ala Gly Tyr Gly val Ser Gly His Thr Arg Ala Gly Asp Thr 
130 135 140 

Leu Cys Glu Lys Cys Pro Pro His Thr Tyr Ser Asp Ser Leu ser Pro 
145 150 155 160 

Thr Glu Arg cys Gly Thr ser Phe Asn Tyr lie Ser val Gly Phe Asn 
165 170 175 

Leu Tyr Pro val Asn Glu Thr ser Cys Thr Thr Thr Ala Gly His Asn 
180 185 190 

Glu val lie Lys Thr Lys Glu Phe Thr val Thr Leu Asn Tyr Thr 
195 200 205 

<210> 131 

<211> 227 

<212> PRT 

<213> Rattus rattus 



<400> 131 

Met Ala Pro val Ala val Trp Ala Ala Leu Ala val Gly Leu Glu Leu 
15 10 15 
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Trp Ala Ala Ala His Ala Leu Pro Ala Gin val Ala Phe Thr Pro Tyr 
20 25 30 

Ala Pro Glu Pro Gly Ser Thr Cys Arg Leu Arg Glu Thr Thr Asp Gin 
35 40 45 

Thr Ala Gin Met Cys Cys Ser Lys Cys Ser Pro Gly Gin His Ala Lys 
50 55 60 

val Phe Cys Thr Lys Thr ser Asp Thr val Cys Asp Ser cys Glu Asp 
65 70 75 80 

ser Thr Tyr Thr Gin Leu Trp Asn Trp val Pro Glu cys Leu ser Cys 
85 90 95 

Gly Ser Arg Cys Ser Ser Asp Gin val Glu Thr Gin Ala Cys Thr Arg 
100 105 110 

Glu Gin Asn Arg lie Cys Thr cys Arg Pro Gly Trp Tyr Cys Ala Leu 
115 120 125 

Ser Lys Gin Glu Gly Cys Arg Leu Cys Ala Pro Leu Arg Lys Cys Arg 
130 135 140 

Pro Gly Phe Gly val Ala Arg Pro Gly Thr Glu Thr Ser Asp val val 
145 150 155 160 

Cys Lys Pro Cys Ala Pro Gly Thr Phe ser Asn Thr Thr ser ser Thr 
165 170 175 

Asp lie Cys Arg Pro His Gin lie Cys Asn val Val Ala lie Pro Gly 
180 185 190 

Asn Ala ser Arg Asp Ala val Cys Thr Ser Thr Ser Pro Thr Arg ser 
195 200 205 

Met Ala Pro Gly Ala Val His Leu Pro Gin Pro Val Ser Thr Arg Ser 
210 215 220 

Gin His Thr 
225 

<210> 132 
<211> 197 
<212> PRT 
<213> Rattus rattus 



<400> 132 
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Met val Ser Leu Pro Arg Leu Cys Ala Leu Trp Gly Cys Leu Leu Thr 
15 10 15 

Ala val His Leu Gly Gin Cys val Thr Cys ser Asp Lys Gin Tyr Leu 
20 25 30 

His Asp Gly Gin Cys Cys Asp Leu Cys Gin Pro Gly Ser Arg Leu Thr 
35 40 45 

Ser His cys Thr Ala Leu Glu Lys Thr Gin cys His Pro Cys Asp ser 
50 5 5 60 

Gly Glu Phe Ser Ala Gin Trp Asn Arg Glu lie Arg cys His Gin His 
65 70 75 80 

Arg His Cys Glu Pro Asn Gin Gly Leu Arg val Lys Lys Glu Gly Thr 
85 90 95 

Ala Glu Ser Asp Thr val Cys Thr Cys Lys Glu Gly Gin His Cys Thr 
100 105 110 

Ser Lys Asp Cys Glu Ala Cys Ala Gin His Thr Pro Cys lie Pro Gly 
115 120 125 

Phe Gly val Met Glu Met Ala Thr Glu Thr Thr Asp Thr val Cys His 
130 135 140 

Pro Cys Pro val Gly Phe Phe Ser Asn Gin ser Ser Leu Phe Glu Lys 
145 150 155 160 

Cys Tyr Pro Trp Thr Ser Cys Glu Asp Lys Asn Leu Glu Val Leu Gin 
165 170 175 

Lys Gly Thr Ser Gin Thr Asn val lie Cys Gly Leu Lys Ser Arg Met 
180 185 190 

Arg Ala Leu Leu val 
195 

<210> 133 

<211> 208 

<212> PRT 

<213> Rattus rattus 



<400> 133 

Met Asn Lys Trp Leu Cys Cys Ala Leu Leu Val Phe Leu Asp lie lie 
1 5 10 15 
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G"lu Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Pro Glu Thr Gly Arg Gin Leu Leu Cys Asp Lys cys Ala Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr val Arg Arg Lys Thr Leu Cys val Pro 
50 55 60 

Cys Pro Asp Tyr Ser Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

val Tyr cys Ser Pro val cys Lys Glu Leu Gin Thr val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg val cys Glu cys Glu Glu Gly Arg Tyr 
100 105 110 

Leu Glu Leu Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Leu 
115 120 125 

Gly Val Leu Gin Ala Gly Thr Pro Glu Arg Asn Thr val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Gly Glu Thr Ser Ser Lys Ala Pro cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser Ser Leu Gly Leu Leu Leu lie Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn val cys Ser Gly Asn Arg Glu Ala Thr 
180 185 190 

Gin Asn cys Gly lie Asp val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

<210> 134 

<211> 224 

<212> PRT 

<213> Rattus rattus 



<400> 134 

Met Gly Ala Gly Ala Thr Gly Arg Ala Met Asp Gly Pro Arg Leu Leu 
15 10 15 

Leu Leu Leu Leu Leu Gly val Ser Leu Gly Gly Ala Lys Glu Ala Cys 
20 25 30 
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Pro Thr Gly Leu Tyr Thr His Ser Gly Glu Cys Cys Lys Ala Cys Asn 
35 40 45 

Leu Gly Glu Gly val Ala Gin Pro Cys Gly Ala Asn Gin Thr val Cys 
50 55 60 

Glu Pro Cys Leu Asp Ser Val Thr Phe Ser Asp Val Val Ser Ala Thr 
65 70 75 80 

Glu Pro Cys Lys Pro Cys Thr Glu Cys Val Gly Leu Gin Ser Met Ser 
85 90 95 

Ala Pro Cys Val Glu Ala Asp Asp Ala val Cys Arg Cys Ala Tyr Gly 
100 105 110 

Tyr Tyr Gin Asp Glu Thr Thr Gly Arg Cys Glu Ala Cys Arg val Cys 
115 120 125 

Glu Ala Gly Ser Gly Leu val Phe ser cys Gin Asp Lys Gin Asn Thr 
130 135 140 

val Cys Glu Glu cys Pro Asp Gly Thr Tyr Ser Asp Glu Ala Asn His 
145 150 155 160 

val Asp Pro cys Leu Pro cys Thr val cys Glu Asp Thr Glu Arg Gin 
165 170 175 

Leu Arg Glu Cys Thr Arg Trp Ala Asp Ala Glu cys Glu Glu lie Pro 
180 185 190 

Gly Arg Trp lie Thr Arg ser Thr Pro Pro Glu Gly Ser Asp Ser Thr 
195 200 205 

Ala Pro Ser Thr Gin Glu Pro Glu Ala Pro Pro Glu Gin Asp Leu lie 
210 215 220 

<210> 135 

<211> 202 

<212> PRT 

<213> Rattus rattus 



<400> 135 

Met Tyr val Trp Val Gin Gin Pro Thr Ala Phe Leu Leu Leu Gly Leu 
15 10 15 

Ser Leu Gly Val Thr val Lys Leu Asn Cys val Lys Asp Thr Tyr Pro 
20 25 30 
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ser Gly His Lys Cys Cys Arg Glu Cys Gin Pro Gly His Gly Met val 
35 40 45 

Ser Arg Cys Asp His Thr Arg Asp Thr Val Cys His Pro Cys Glu Pro 
50 55 60 

Gly Phe Tyr Asn Glu Ala val Asn Tyr Asp Thr cys Lys Gin cys Thr 
65 70 75 80 

Gin Cys Asn His Arg Ser Gly Ser Glu Leu Lys Gin Asn Cys Thr Pro 
85 90 95 

Thr Glu Asp Thr val Cys Gin cys Arg Pro Gly Thr Gin Pro Arg Gin 
100 105 110 

Asp ser Ser His Lys Leu Gly val Asp Cys val Pro Cys Pro Pro Gly 
115 120 125 

His Phe Ser Pro Gly Ser Asn Gin Ala Cys Lys Pro Trp Thr Asn Cys 
130 135 140 

Thr Leu Ser Gly Lys Gin lie Arg His Pro Ala Ser Asn Ser Val Cys 
145 150 155 160 

Glu Asp Arg Ser Leu Leu Ala Thr Leu Leu Trp Glu Thr Gin Arg Thr 
165 170 175 

Thr Phe Arg Pro Thr Thr val Pro Ser Thr Thr val Trp Pro Arg Thr 
180 185 190 

Ser Gin Leu Pro ser Thr Pro Thr Leu val 
195 200 

<210> 136 

<211> 191 

<212> PRT 

<213> Rattus rattus 



<400> 136 

Met Gly Asn Asn cys Tyr Asn val val val lie val Leu Leu Leu val 
15 10 15 

Gly Cys Glu Lys Val Gly Ala val Gin Asn Ser Cys Asp Asn cys Gin 
20 25 30 

Pro Gly Thr Phe Cys Arg Lys Tyr Asn Pro val Cys Lys Ser Cys Pro 
35 40 45 
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pro Ser Thr Phe Ser Ser lie Gly Gly Gin Pro Asn cys Asn lie Cys 
50 55 60 



Arg val cys Ala Gly Tyr Phe Arg Phe Lys Lys Phe Cys ser ser Thr 
65 70 75 80 

His Asn Ala Glu cys Glu cys lie Glu Gly Phe His Cys Leu Gly Pro 
85 90 95 

Gin Cys Thr Arg Cys Glu Lys Asp Cys Arg Pro Gly Gin Glu Leu Thr 
100 105 110 

Lys Gin Gly Cys Lys Thr Cys Ser Leu Gly Thr Phe Asn Asp Gin Asn 
115 120 125 

Gly Thr Gly val Cys Arg Pro Trp Thr Asn Cys Ser Leu Asp Gly Arg 
130 135 140 

Ser val Leu Lys Thr Gly Thr Thr Glu Lys Asp val val Cys Gly Pro 
145 150 155 160 

pro val val Ser Phe Ser Pro Ser Thr Thr lie ser val Thr Pro Glu 
165 170 175 

Gly Gly Pro Gly Gly His Ser Leu Gin val Leu Thr Leu Phe Leu 
180 185 190 

<210> 137 
<211> 54 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> huOPG 
<400> 137 

tatggatgaa gaaacttctc atcagctgct gtgtgataaa tgtccgccgg gtac 

<210> 138 

<211> 120 

<212> PRT 

<213> Homo sapiens 

<400> 138 

His Ala Leu Pro Ala Gin val Ala Phe Thr Pro Tyr Ala Pro Glu Pro 
15 10 15 
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Gly Ser Thr cys Arg Leu Arg Glu Tyr Tyr Asp Gin Thr Ala Gin Met 
20 25 30 

Cys Cys Ser Lys Cys Ser Pro Gly Gin His Ala Lys Val Phe Cys Thr 
35 40 45 

Lys Thr ser Asp Thr val cys Asp Ser Cys Glu Asp Ser Thr Tyr Thr 
50 55 60 

Gin Leu Trp Asn Trp Val Pro Glu Cys Leu Ser Cys Gly Ser Arg cys 
65 70 75 80 

Ser Ser Asp Gin val Glu Thr Gin Ala Cys Thr Arg Glu Gin Asn Arg 
85 90 95 

lie Cys Thr cys Arg Pro Gly Trp Tyr Cys Ala Leu Ser Lys Gin Glu 
100 105 110 

Gly Cys Arg Leu Cys Ala Pro Leu 
115 120 

<210> 139 

<211> 380 

<212> PRT 

<213> Homo sapiens 



<400> 139 

Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp Glu Glu Thr Ser His 
15 10 15 

Gin Leu Leu Cys Asp Lys cys Pro Pro Gly Thr Tyr Leu Lys Gin His 
20 25 30 

Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro Cys Pro Asp His Tyr 
35 40 45 

Tyr Thr Asp Ser Trp His Thr ser Asp Glu cys Leu Tyr cys ser Pro 
50 55 60 

Val Cys Lys Glu Leu Gin Tyr val Lys Gin Glu Cys Asn Arg Thr His 
65 70 75 80 

Asn Arg val Cys Glu Cys Lys Glu Gly Arg Tyr Leu Glu lie Glu Phe 
85 90 95 

Cys Leu Lys His Arg Ser Cys Pro Pro Gly Phe Gly Val Val Gin Ala 
100 105 110 
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Gly Thr Pro Glu Arg Asn Thr val Cys Lys Arg Cys Pro Asp Gly Phe 

115 120 125 

Phe Ser Asn Glu Thr Ser ser Lys Ala Pro Cys Arg Lys His Thr Asn 

130 135 140 

Cys Ser val Phe Gly Leu Leu Leu Thr Gin Lys Gly Asn Ala Thr His 

145 150 155 160 

Asp Asn lie Cys Ser Gly Asn ser Glu ser Thr Gin Lys Cys Gly lie 

165 170 175 

Asp val Thr Leu cys Glu Glu Ala Phe Phe Arg Phe Ala val Pro Thr 

180 185 190 

Lys Phe Thr Pro Asn Trp Leu Ser Val Leu val Asp Asn Leu Pro Gly 

195 200 205 

Thr Lys val Asn Ala Glu Ser Val Glu Arg lie Lys Arg Gin His Ser 

210 215 220 

Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu Trp Lys His Gin Asn 

225 230 235 240 

Lys Ala Gin Asp lie val Lys Lys lie lie Gin Asp lie Asp Leu cys 

245 250 255 

Glu Asn Ser val Gin Arg His lie Gly His Ala Asn Leu Thr Phe Glu 

260 265 270 

Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly Lys Lys Val Gly Ala 

275 280 285 

Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys Pro Ser Asp Gin lie 

290 295 300 

Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn Gly Asp Gin Asp Thr 

305 310 315 320 

Leu Lys Gly Leu Met His Ala Leu Lys His Ser Lys Thr Lys His Phe 

325 330 335 

Pro Lys Thr val Thr Gin ser Leu Lys Lys Thr lie Arg Phe Leu His 

340 345 350 

Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu Phe Leu Glu Met lie 

355 360 365 

Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys Leu 

370 375 380 
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<210> 140 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> huOPG 

<400> 140 

tggaccaccc agaagtacct tcattatgac 30 

<210> 141 

<211> 30 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> huOPG 

<400> 141 

gtcataatga aggtacttct gggtggtcca 30 

<210> 142 

<211> 31 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> huOPG 

<400> 142 

ggaccaccca gcttcattat gacgaagaaa c 31 

<210> 143 

<211> 31 

<212> DNA 

<213> Artificial sequence 
<220> 
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<400> 143 

gtttcttcgt cataatgaag ctgggtggtc c 

<210> 144 

<211> 29 

<212> DNA 

<213> Artificial Sequence 



31 



<220> 

<223> huOPG 
<400> 144 

gtggaccacc caggacgaag aaacctctc 29 

<210> 145 

<211> 29 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> huOPG 

<400> 145 

gagaggtttc ttcgtcctgg gtggtccac 29 

<210> 146 

<211> 29 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> huOPG 

<400> 146 

cgtttcctcc aaagttcctt cattatgac 29 

<210> 147 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> huOPG 
<400> 147 

gtcataatga aggaactttg gaggaaacg 29 

<210> 148 

<211> 32 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> huOPG 

<400> 148 

ggaaacgttt cctgcaaagt accttcatta tg 32 

<210> 149 

<211> 32 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> huOPG 

<400> 149 

cataatgaag gtactttgca ggaaacgttt cc 32 

<210> 150 

<211> 27 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> muOPG 

<400> 150 

cacgcaaaag tcgggaatag atgtcac 27 

<210> 151 

<211> 27 
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<213> Artificial Sequence 
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<220> 
<223> 



muOPG 



<400> 151 

gtgacatcta ttcccgactt ttgcgtg 

<210> 152 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> muOPG 

<400> 152 

caccctgtcg gaagaggcct tcttc 

<210> 153 

<211> 25 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> muOPG 

<400> 153 

gaagaaggcc tcttccgaca gggtg 

<210> 154 

<211> 24 

<212> DNA 

<213> Artificial Sequence 



27 



25 



25 



<220> 

<223> muOPG 
<400> 154 

tgacctctcg gaaagcagcg tgca 



24 



Page 61 



A-3 

<210> 155 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> muOPG 

<400> 155 

tgcacgctgc tttccgagag gtca 

<210> 156 

<211> 24 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> muOPG 

<400> 156 

cctcgaaatc gagcgagcag ctcc 

<210> 157 

<211> 25 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> muOPG 

<400> 157 

cgatttcgag gtctttctcg ttctc 

<210> 158 

<211> 33 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> muOPG 



rev. ST25.txt 



24 



24 



25 
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<400> 158 

ccgtgaaaat aagctcgtta taactaggaa tgg 

<210> 159 

<211> 33 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> muOPG 

<400> 159 

ccattcctag ttataacgag cttattttca egg 

<210> 160 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> muOPG 

<400> 160 

cctctgagct caagcttccg aggaccacaa tgaacaag 

<210> 161 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> muOPG 

<400> 161 

cctctctcga gtcaggtgac atctattcca cacttttgeg tggc 

<210> 162 

<211> 38 

<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> muOPG 
<400> 162 

cctctgagct caagcttccg aggaccacaa tgaacaag 38 

<210> 163 

<211> 38 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> muOPG 

<400> 163 

cctctctcga gtcaaggaac agcaaacctg aagaaggc 

<210> 164 

<211> 38 

<212> DNA 

<213> Artificial Sequence 



38 



<220> 

<223> muOPG 

<400> 164 

cctctgagct caagcttccg aggaccacaa tgaacaag 

<210> 165 

<211> 38 

<212> DNA 

<213> Artificial Sequence 



38 



<220> 

<223> muOPG 
<400> 165 

cctctctcga gtcactctgt ggtgaggttc gagtggcc 38 

<210> 166 
<211> 38 
<212> DNA 
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<213> Artificial sequence 



<220> 

<223> muOPG 
<400> 166 

cctctgagct caagcttccg aggaccacaa tgaacaag 

<210> 167 

<211> 38 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> muOPG 

<400> 167 

cctctctcga gtcaggatgt tttcaagtgc ttgagggc 

<210> 168 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> pAMG22 
<400> 168 

Met Lys His His His His His His His Ala Ser Val Asn Ala Leu Glu 
15 10 15 

<210> 169 

<211> 70 

<212> PRT 

<213> Homo sapiens 

<400> 169 

Ala Leu Leu val Phe Leu Asp lie lie Glu Trp Thr Thr Gin Glu Thr 
15 10 15 

Phe Pro Pro Lys Tyr Leu His Tyr Asp Pro Glu Thr Gly Arg Gin Leu 
20 25 30 

Page 65 



A-378CIP5 rev. ST25.txt 



Leu Cys Asp Lys Cys Ala Pro Gly Thr Tyr Leu Lys Gin His Cys Thr 
35 40 45 

val Arg Arg Lys Thr Leu Cys Val Pro Cys Pro Asp Tyr ser Tyr Thr 
50 55 60 

Asp Ser Trp His Thr ser 
65 70 



<210> 


170 


<211> 


48 


<212> 


PRT 


<213> 


Homo 


<400> 


170 



Tyr Leu His Tyr Asp Pro Glu Thr Gly Arg Gin Leu Leu Cys Asp Lys 
15 10 15 

Cys Ala Pro Gly Thr Tyr Leu Lys Gin His cys Thr val Arg Arg Lys 
20 25 30 

Thr Leu Cys val Pro Cys Pro Asp Tyr ser Tyr Thr Asp Ser Trp His 
35 40 45 

<210> 171 

<211> 401 

<212> PRT 

<213> Mus musculus 



<400> 171 

Met Asn Lys Trp Leu Cys Cys Ala Leu Leu val Leu Leu Asp lie lie 
15 10 15 

Glu Trp Thr Thr Gin Glu Thr Leu Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Pro Glu Thr Gly His Gin Leu Leu Cys Asp Lys Cys Ala Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr val Arg Arg Lys Thr Leu Cys val Pro 
50 55 60 

Cys Pro Asp His Ser Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 
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val Tyr Cys Ser Pro val Cys Lys Glu Leu Gin ser val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg val Cys Glu Cys Glu Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Ser 
115 120 125 

Gly val Val Gin Ala Gly Thr Pro Glu Arg Asn Thr val Cys Lys Lys 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Gly Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

lie Lys His Thr Asn Cys Ser Thr Phe Gly Leu Leu Leu lie Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn val Cys Ser Gly Asn Arg Glu Ala Thr 
180 185 190 

Gin Lys Cys Gly lie Asp val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala val Pro Thr Lys lie lie Pro Asn Trp Leu ser val Leu val 
210 215 220 

Asp ser Leu Pro Gly Thr Lys val Asn Ala Glu Ser val Glu Arg lie 
225 230 235 240 

Lys Arg Arg His Ser ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Arg Asp Gin Glu Met val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu Ser Ser val Gin Arg His Leu Gly His Ser 
275 280 285 

Asn Leu Thr Thr Glu Gin Leu Leu Ala Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys lie Ser Pro Glu Glu He Glu Arg Thr Arg Lys Thr Cys Lys 
305 310 315 320 

Ser Ser Glu Gin Leu Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met Tyr Ala Leu Lys His Leu 
340 345 350 
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Lys Thr Ser His Phe Pro Lys Thr val Thr His Ser Leu Arg Lys Thr 

355 360 365 

Met Arg Phe Leu His Ser Phe Thr Met Tyr Arg Leu Tyr Gin Lys Leu 

370 375 380 

Phe Leu Glu Met lie Gly Asn Gin val Gin ser val Lys lie ser Cys 

385 390 395 400 



Leu 

<210> 172 
<211> 401 
<212> PRT 

<213> Rattus rattus 
<400> 172 

Met Asn Lys Trp Leu cys cys Ala Leu Leu val Phe Leu Asp lie lie 
15 10 15 

Glu Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Pro Glu Thr Gly Arg Gin Leu Leu Cys Asp Lys Cys Ala Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr val Arg Arg Lys Thr Leu Cys Val Pro 
50 55 60 

Cys Pro Asp Tyr ser Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Val Tyr Cys Ser Pro val Cys Lys Glu Leu Gin Thr val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg val Cys Glu Cys Glu Glu Gly Arg Tyr 
100 105 110 

Leu Glu Leu Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Leu 
115 120 125 

Gly val Leu Gin Ala Gly Thr Pro Glu Arg Asn Thr val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Gly Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 
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Arg Lys His Thr Asn cys ser Ser Leu Gly Leu Leu Leu lie Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn val Cys ser Gly Asn Arg Glu Ala Thr 
180 185 190 

Gin Asn Cys Gly lie Asp val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala val Pro Thr Lys lie lie Pro Asn Trp Leu Ser val Leu val 
210 215 220 

Asp Ser Leu Pro Gly Thr Lys Val Asn Ala Glu Ser val Glu Arg lie 
225 230 235 240 

Lys Arg Arg His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Arg Asp Gin Glu Met Val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu Cys Glu ser ser val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Thr Glu Gin Leu Arg lie Leu Met Glu ser Leu Pro Gly 
290 295 300 

Lys Lys lie Ser Pro Asp Glu lie Glu Arg Thr Arg Lys Thr Cys Lys 
305 310 315 320 

Pro Ser Glu Gin Leu Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met Tyr Ala Leu Lys His Leu 
340 345 350 

Lys Ala Tyr His Phe Pro Lys Thr val Thr His Ser Leu Arg Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Arg Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met lie Gly Asn Gin val Gin ser val Lys lie Ser cys 
385 390 395 400 

Leu 



<210> 173 
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<212> PRT 
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<400> 173 

Met Asn Lys Leu Leu Cys Cys Ala Leu val Phe Leu Asp He Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr Val Cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr cys Ser pro val Cys Lys Glu Leu Gin Tyr val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser Cys Pro Pro Gly Leu 
115 120 125 

Gly val val Gin Ala Gly Thr Pro Glu Arg Asn Thr val cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn cys Ser val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 

Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn ser Glu Ser Thr 
180 185 190 

Gin Lys Cys Gly lie Asp val Thr Leu Cys Glu Glu Ala Phe Phe Arg 
195 200 205 

Phe Ala val Pro Thr Lys Phe Thr Pro Asn Trp Leu Ser val Leu val 
210 215 220 

Asp Asn Leu Pro Gly Thr Lys val Asn Ala Glu Ser val Glu Arg lie 
225 230 235 240 

Page 70 



^ 



A-378CIP5 rev. ST25.txt 

Lys Arg Gin His Ser Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu 
245 250 255 

Trp Lys His Gin Asn Lys Asp Gin Asp lie val Lys Lys lie lie Gin 
260 265 270 

Asp lie Asp Leu cys Glu Asn ser val Gin Arg His lie Gly His Ala 
275 280 285 

Asn Leu Thr Phe Glu Gin Leu Arg Ser Leu Met Glu Ser Leu Pro Gly 
290 295 300 

Lys Lys Val Gly Ala Glu Asp lie Glu Lys Thr lie Lys Ala Cys Lys 
305 310 315 320 

Pro Ser Asp Gin lie Leu Lys Leu Leu Ser Leu Trp Arg lie Lys Asn 
325 330 335 

Gly Asp Gin Asp Thr Leu Lys Gly Leu Met His Ala Leu Lys His Ser 
340 345 350 

Lys Thr Tyr His Phe Pro Lys Thr val Thr Gin Ser Leu Lys Lys Thr 
355 360 365 

lie Arg Phe Leu His Ser Phe Thr Met Tyr Lys Leu Tyr Gin Lys Leu 
370 375 380 

Phe Leu Glu Met lie Gly Asn Gin val Gin Ser Val Lys lie Ser Cys 
385 390 395 400 

Leu 



<210> 174 

<211> 139 

<212> PRT 

<213> Homo sapiens 

<400> 174 

Pro Pro Lys Tyr Leu His Tyr Asp Glu Glu Thr Ser His Gin Leu Leu 
15 10 15 

Cys Asp Lys Cys Pro Pro Gly Thr Tyr Leu Lys Gin His Cys Thr Ala 
20 25 30 

Lys Trp Lys Thr Val Cys Ala Pro Cys Pro Asp His Tyr Tyr Thr Asp 
35 40 45 
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ser Trp His Thr Ser Asp Glu Cys Leu Tyr Cys Ser Pro val Cys Lys 
50 55 60 

Glu Leu Gin Tyr Val Lys Gin Glu Cys Asn Arg Thr His Asn Arg val 
65 70 75 80 

Cys Glu Cys Lys Glu Gly Arg Tyr Leu Glu lie Glu Phe Cys Leu Lys 
85 90 95 

His Arg Ser cys Pro Pro Gly Phe Gly val val Gin Ala Gly Thr Pro 
100 105 110 

Glu Arg Asn Thr val Cys Lys Arg Cys Pro Asp Gly Phe Phe ser Asn 
115 120 125 

Glu Thr Ser Ser Lys Ala Pro Cys Arg Lys His 
130 135 

<210> 175 

<211> 380 

<212> PRT 

<213> Mus musculus 



<400> 175 

Glu Thr Leu Pro Pro Lys Tyr Leu His Tyr Asp Pro Glu Thr Gly His 
1 5 10 15 

Gin Leu Leu cys Asp Lys Cys Ala Pro Gly Thr Tyr Leu Lys Gin His 
20 25 30 

cys Thr val Arg Arg Lys Thr Leu Cys val Pro Cys Pro Asp His ser 
35 40 45 

Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys val Tyr cys Ser Pro 
50 55 60 

Val Cys Lys Glu Leu Gin Ser val Lys Gin Glu Cys Asn Arg Thr His 
65 70 75 80 

Asn Arg val cys Glu Cys Glu Glu Gly Arg Tyr Leu Glu lie Glu Phe 
85 90 95 

Cys Leu Lys His Arg ser Cys Pro Pro Gly Ser Gly val val Gin Ala 
100 105 110 

Gly Thr Pro Glu Arg Asn Thr Val Cys Lys Lys Cys Pro Asp Gly Phe 
115 120 125 
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Phe Ser Gly Glu Thr Ser Ser Lys Ala Pro Cys lie Lys His Thr Asn 
130 135 140 

Cys Ser Thr Phe Gly Leu Leu Leu lie Gin Lys Gly Asn Ala Thr His 
145 150 155 160 

Asp Asn val Cys Ser Gly Asn Arg Glu Ala Thr Gin Lys cys Gly lie 
165 170 175 

Asp val Thr Leu Cys Glu Glu Ala Phe Phe Arg Phe Ala val Pro Thr 
180 185 190 

Lys lie lie Pro Asn Trp Leu Ser Val Leu Val Asp Ser Leu Pro Gly 
195 200 205 

Thr Lys Val Asn Ala Glu Ser Val Glu Arg lie Lys Arg Arg His Ser 
210 215 220 

Ser Gin Glu Gin Thr Phe Gin Leu Leu Lys Leu Trp Lys His Gin Asn 
225 230 235 240 

Arg Asp Gin Glu Met val Lys Lys lie lie Gin Asp lie Asp Leu Cys 
245 250 255 

Glu Ser Ser val Gin Arg His Leu Gly His Ser Asn Leu Thr Thr Glu 
260 265 270 

Gin Leu Leu Ala Leu Met Glu Ser Leu Pro Gly Lys Lys lie Ser Pro 
275 280 285 

Glu Glu lie Glu Arg Thr Arg Lys Thr Cys Lys Ser Ser Glu Gin Leu 
290 295 300 

Leu Lys Leu Leu Ser Leu Trp Arg He Lys Asn Gly Asp Gin Asp Thr 
305 310 315 320 

Leu Lys Gly Leu Met Tyr Ala Leu Lys His Leu Lys Thr ser His Phe 
325 330 335 

Pro Lys Thr val Thr His Ser Leu Arg Lys Thr Met Arg Phe Leu His 
340 345 350 

Ser phe Thr Met Tyr Arg Leu Tyr Gin Lys Leu Phe Leu Glu Met lie 
355 360 365 

Gly Asn Gin Val Gin Ser Val Lys lie Ser Cys Leu 
370 375 380 

<210> 176 
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<211> 6037 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> C4760). .C6025) 
<223> 



<400> 176 
catgggaaat 


gtcagagtgg 


agaaccacac 


cgagtgccac 


tgcagcactt 


gttattatca 


60 


caaatcctaa 


tagtttgcag 


tgggccttgc 


tgatgatggc 


tgacttgctc 


aaaaggaaaa 


120 


ttaatttgtc 


cagtgtctat 


ggctttgtga 


gataaaaccc 


tccttttcct 


tgccatacca 


180 


tttttaacct 


gctttgagaa 


tatactgcag 


ctttattgct 


tttctcctta 


tcctacaata 


240 


taatcagtag 


tcttgatctt 


ttcatttgga 


atgaaatatg 


gcatttagca 


tgaccataaa 


300 


aagctgattc 


cactggaaat 


aaagtctttt 


aaatcatcac 


tctatcactg 


aattctaatt 


360 


ttttctgaaa 


agtttcaagc 


cagttacttt 


tgataggatt 


aacggaaggg 


agtgagccag 


420 


tgggtgaggt 


gggttcccat 


gtagtcaatg 


gcctaatact 


ggagaatctt 


attctaacca 


480 


agccttccag 


agcaagctgt 


gagcccctca 


gacagtgggc 


tactcatgag 


acagtccatt 


540 


ggggtaaagg 


aagaaaatat 


aacttctatt 


tctattcatt 


tgcacattgt 


ctttagatgc 


600 


ccatttgggt 


gagttttata 


gaagtacagc 


tacattaaaa 


aatagaactg 


ataatagata 


660 


aggctttaaa 


aaaacttcat 


tcatcaccag 


tttgtcaaga 


ttccatttca 


aagtgaaaaa 


720 


ccaatttcta 


acgggttggt 


aaacacagca 


gatggcaggg 


tgaaaaatta 


aagtgagtgc 


780 


atgtaccttt 


aaagaaacac 


tgaaatgcac 


acacattact 


taacctgctc 


attcatttat 


840 


ttacatatag 


tcttgggtgt 


acaaaattta 


gaaataaata 


catatggggg 


cggggcctta 


900 


gctgcacaaa 


taggatgcgc 


ggcgggcctt 


ggtaggggcg 


gagccttagc 


tgcacaaata 


960 


ggatgcgcgg 


cgggccttgg 


tgggggcggg 


gcctaagctg 


cgcaagtggt 


acacagctca 


1020 


gggctgcgat 


ttcgcgccaa 


acttgacggc 


aatcctagcg 


tgaaggctgg 


taggatttta 


1080 


tccccgctgc 


catcatggtt 


cgaccattga 


actgcatcgt 


cgccgtgtcc 


caaaatatgg 


1140 


ggattggcaa 


gaacggagac 


ctaccctggc 


ctccgctcag 


gaacgagttc 


aagtacttcc 


1200 


aaagaatgac 


cacaacctct 


tcagtggaag 


gtaaacagaa 


tctggtgatt 


atgggtagga 


1260 


aaacctggtt 


ctccattcct 


gagaagaatc 


gacctttaaa 


ggacagaatt 


aatatagttc 


1320 


tcagtagaga 


actcaaagaa 


ccaccacgag 


gagctcattt 


tcttgccaaa 


agtttggatg 


1380 


atgccttaag 


acttattgaa 


caaccggaat 


tggcaagtaa 


agtagacatg 


gtttggatag 


1440 


tcggaggcag 


ttctgtttac 


caggaagcca 


tgaatcaacc 


aggccacctc 


agactctttg 


1500 
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tnaraannat 
l y ct L-Ciciy y ci l 


v_ci lyLayyaa 


l l Lyaaay Ly 


a rarnttttt 

dLdLy LLLLL 


LLLayaaa L L 


yd l l Lyyyyd 




dd La L CLCla l_ L 


trtrrranaa 
ll LLLLa^aa 


LaLLLayyLy 


LLL LL LL Lya 


yy LLLdyyay 


y dddddy yv_d 




+- f a a a ^ a a 
LLddy La Lad 


yLLLyddyLC 


"f~afnanaana 

Ldcy dy ddyd 


a a/"ia/-^aa/~a 
ddy dCCddCd 


yyddydiycc 


CCCddyCCCC 


IDOu 


C iy C LLLLL L 


r*r*"t"aaan/~"f"a 
CC LdddyC Ld 


tnrattttta 
LyCdLLLLLd 


■haanarrat"n 

Lddy deed Ly 


yydc l l l Ly c 


LyyCLLLdyd 


1 7zin 


+*/~"t~oaaa/~ar" 
LCLydddCdC 


Lyddd L uy LC 


LyC L LC LCdL 


CLLCdyLydy 


-3 4- -*-/—/— -3 aann 
dL LCCdddyy 


atantarant - 
d Ldy LdCdyi 


loUU 


/■t -3 z - ^ /-i ~a a /~ a a 
gdCdgddCdd 


ydd Ldyy cdc 


"l~^*1"r*"l~a#~aaa 
LC LC LdCddd 


aaaaanaaan 
dddddy dddy 


aaaaaa^'f'aa 
ddddddCIdd 


giddidgcdd 


loDU 


gCdlddldgC 


-4- _. y -4- « -4- 4— _. « 

LdCIy LLddy 


ddc ccdgaga 


iddigadiig 


agddiggdid 


cigcugaaa 




■4- _ _ ^ -4- _ 
lydaaaLt La 


_l 4- _ ^ ft 4— _. « _l 

dLddyiLdyd 


ddCldddC II 


Idldddddld 


aaaaaaigag 


^ ^ -5 ~i ^ ^ 

CdLldddddd 




•^->>_______i_ 


%_^*^_^^— 

dddddddddd 


accccccccc 


^ ^ ^* ^ ^ ~i — 

cccccccigc 


agccaagcia 


ft f ^1 -4- y 

gcnggaaic 




v~t ft ft ft a +• a ™i — 

aggggat aac 


gcaggaaaga 


aca eg cgagc 


~r ^ ^ ~ n s~ *^ /*i 
aaadggccag 


CddddggCCd 


ggaaccgiaa 


^xuu 


•3*3™ ft ft f /■* /"i /"■ ft 

aaagg ccg eg 


-f- ■+- e~t /— "t~ ft ft f ft~Y~ 

iigciggcgi 


LLlICCdLdy 


gciccgcccc 


ccigdcgagc 


dICdCddddd 




LCy clCy C LLa 


a/~1't - /~a/~ia/"'1/*'1't - 

agicagaggi 


/-| /~1 /~ /-| -3 -3 -3 /— /— 

yy cydddccc 


^ia^*a/*ina^^a 

gdCdyyaccd 


IdddgdldCC 


—% rt r~t f ft "t~* -4- ^ 

aggcgiiicc 




f e~ f ~\~ ft ft a a /~i f 

c c c I g g a. a g c 


iccctcgtgc 


gcccccccg c 


iccgacccig 


cegciidccg 


gaidccigic 


--oil 




ccc i egg gad 


/-1 f /~i "t~ /~i /~i /~ ^ /~ "t~ 

gcg eggege c 


IlCICdldgC 


icdcgcigid 


ggidicicag 


~> "ZAfi 


iicggigiag 


gicg ncgcc 


ceddy ccyyy 


ccgcgigcdc 


gddccccccg 


ncdgcccga 


uu 


LLyL LyLLjLL 


ccdcccyycd 


dCCdLCyCCC 


^nan^/~/"aa/~ 

cydycccddc 


/~/~/*i/T+*a anar 

ccggiddgdc 


dcgdciidic 


DU 


yccdccyycd 


ycdyccdCLy 


y LddCdyy d L 


cdy cdy dycy 


dygidigidg 


« y /-1 -t- f% e~ +■ a f 

gcggigciac 




ayciy I LC I ig 


day igg cyy c 


C LddC Ldcyg 


ciacaciaga 


aggacagiai 


-|- -4- « ft "4- ^ -4- y -|— « 

nggiaicig 


ocon 


Cy C lC Ly C Ly 


day CCdy ltd 


cc Lccggaaa 


aagagnggi 


agcicngai 


^* ft ft f — 1 — \ — > y 

ccggcaaaca 


*) c>in 


ddCCdCCyCI 


"+*■ /*• y*fl ^-4 

ggtagcggtg 


9LLLIIII9L 


ngcaagcag 


cagaiiacgc 


gcagaaaaaa 




cLyy a, LC LCcta. 


rta "3 /~i "3 ■+* r~ "f~ "t~ 
yddydLCC I I 


cgacc lit ic 


lacggggici 


gacgcicagi 


ggaacgaaaa 


^/ DU 


r~ r~ r~ ft "t~ a a 

CT.Ca.Cy I laa 


/-f ft /~i ^ "t - "t~ "t~ "t~ /~i 

yyyd l l c cyy 


cca cgaga n 


diCdddddgg 


aiciicdcci 


agaiccini 




dddlLddddd 


xgaagcc l ca 


ddlCddlCId 


aagiaiaiai 


gagiaaaci l 


ggicigacag 


Z00U 


■t~ "t~ a /~ /~ a a "t - /"i 
L LaCCa.al.yC 


"t*+*a a+* — art+^i 
LLddLLdyXy 


a fifi — a ^* "t~ "3 +• 

dggcacc Id L 


ci cay eg die 


tntrtatttr 

igieidinc 


giiCaiccdi 




dy l Lycccyd. 


cLccccyccy 


igidgaiadc 


id eg aid egg 


gagggeiide 


^~ ^ ■♦- /— -f- /~1 ft f f f 

caiciggccc 


jUUU 


Lay Ly C Ly Ca 


dLydLdCCyC 


nanarrram 

gdydcccdcg 


cicaccggci 


CCdgdllldl 


f -3 /- -3 a "t~ a a a 
CdgCddlddd 


jUOU 


LLayLLayLL 


gyddyggccg 


— 1 /~ n /~ a a a/i 

dycy cdyddg 


iggiccigcd 


dcnidiccg 


CCICCdICCd 




ntrtattaat 
y LLLaL Lad L 


eye eg ccy gy 


•3 3n/""h3n3n+" 

ddy ccdyayc 


a a ft ~t~ /~i "t~ "l - /~ /^i 

ddy c dye i eg 


r*^*ant^a a^a 
CCdgilddld 


ft -\- +- -4- ft /— ft f -~\ 3 

giiigcgcdd 


jlOU 


cyLLyccycc 


d ccyc cy cdy 


gcdicgxggi 


gicdcgcicg 


icgniggid 


iggciicdii 




cagctccggt 


tcccaacgat 


caaggegagt 


tacatgatcc 


cccatgttgt 


gcaaaaaagc 


3300 


ggttagctcc 


ttcggtcctc 


cgatcgttgt 


cagaagtaag 


ttggccgcag 


tgttatcact 


3360 


catggttatg 


gcagcactgc 


ataattctct 


tactgtcatg 


ccatccgtaa 


gatgetttte 


3420 


tgtgactggt 


gagtactcaa 


ccaagtcatt 


ctgagaatag 


tgtatgegge 


gaccgagttg 


3480 


ctcttgcccg 


gcgtcaacac 


gggataatac 


cgcgccacat agcagaactt 
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r*a"t~/~ , a"t~"t"/™tfia 
LdLLdL Uyy d 


3 a 3 n "t~ 1~ "t" +* 
dddCy L LL L L 


rnnnnrnaaa 

cy y yy cyddd 


oL LL LLddgy 


axcx xacege 


Ly l tydyd ll 


J DLIL* 


Lay LLLljaLlJ 


LddL. L-CdL. LL 


y LyLaLLLaa 


rtnstrttra 


nratrtttta 
yLdlLL L L Ld 


LLL LLdLLdy 


J \J\J\J 


eg LiLL Ly yy 


LydyLddddd 


LdyyddyyLd 


dad LyLLyLd 


dddddgyydd 


LddyyyLydL 




acggaaa Ly l 


tgddT.dC tCd 


tartrttrrt 
LdL LLL LLL L 


ttttraatat 
LLL LLddLdL 


LdLigddgLd 


LLLdLLdggg 


J / OLi 


ttaLigiCLL 


a Ly ay eg yd x 


dLdldXXigd 


dLy LdLLLdg 


aaaaaxaddL, 


-a a "a ■♦" t /~t n /~i /~i 

ddd xdgggg l 




^* ^* *~ ^ ~y ^ ~i 

xcegcgcaca 


LlLLCCCgdd 


aag xgccacc 


xgacgxcxaa 


gaaaccaxxa 


4- 4^ -4- •> 4-» « f— 

xxaxeaxgac 




4- -4- —1 — % y— ^--4- — "i -4- 

attddCCIdl 


aaaaaxaggc 


g uaxcacgag 


gcccxxxcgx 


exxcaagaax 


-4- ^ -4— /-« « ^ 

xcccxgxgga 




atgtgtgtca 


gttagggtgt 


ggaaag rccc 


caggcxcccc 


agcaggcaga 


agxaxgeaaa 




gcatgeatet 


caattagtca 


gcaaccaggx 


gxggaaagxc 


cccaggcxcc 


ecagcaggca 




gaagtatgea 


aag cat g cat 


c xcaax xagx 


cagcaaccax 


agxcccgccc 


f +■ ^ ^ f - +- f^ f - ft f- 

cxaacxccgc 


/ii /in 


ccaxcccgcc 


*~ ^ —1 -^1 -4- r"* ^* r% 

CCIddCLCCg 


cccagxxccg 


cccaxxcxcc 


gccccaxgge 


xgacxaax lx 




tttttdtLLd 


+- fw f» ^ ffl ^ f« ff f» f» 

xgeagaggee 


gaggccgccx 


cggccxcxga 


gcxa xxccag 


aagxagxgag 




rf*t f* f* +- +- +- 

gaggc xx xxx 


xggaggccxa 


ggexxxxgea 


aaaagcxggx 


egaggcxege 


axcxcxccxx 




^* ft ft f f- f- ft 

cacgcgcccg 


ccgccc idee 


xgaggccgcc 


axccacgccg 


gxxgagxege 


gxxcxgccgc 




cxcccgccxg 


LggngccT.cc 


xgaacxgcgx 


ccgccgxcxa 


ggxaagxxxa 


aagcxeaggx 




cgagaccggg 


ccxxxgxccg 


gcgcxcccxx 


ggagccxacc 


xagaexcage 


cggcxcxcca 




cgctttgcct 


gaccctgctt 


gctcaactct 


aegtctttgt 


ttcgttttct 


gttctgcgcc 


4560 


gttacagatc 


cgtcgaggaa 


ctgaaaaacc 


agaaagttaa 


ctggtaagtt 


tagtcttttt 


4620 


gtcttttatt 


tcaggtcccg 


gatccggtgg 


tggtgcaaat 


caaagaactg 


ctcctcagtg 


4680 


gatgttgcct 


ttacttctag 


gectgtaegg 


aagtgttact 


tetgetctaa 


aagctgctgc 


4740 


aacaagcttc 


tagaccacc atg aac aag 
Met Asn Lys 


ttg ctg tgc tgc gcg etc gtq ttt 
Leu Leu Cys Cys Ala Leu val Phe 


4792 



15 10 



ctg gac ate tec att aag tgg ace ace cag gaa acg ttt cct cca aag 4840 

Leu Asp lie Ser lie Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys 

15 20 25 

tac ctt cat tat gac gaa gaa acc tct cat cag ctg ttg tgt gac aaa 4888 

Tyr Leu His Tyr Asp Glu Glu Thr ser His Gin Leu Leu Cys Asp Lys 
30 35 40 

tgt cct cct gqt acc tac eta aaa caa cac tgt aca gca aag tgg aag 4936 

Cys Pro Pro Gly Thr Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys 

45 50 55 

acc gtq tgc gec cct tgc cct gac cac tac tac aca gac age tgg cac 4984 

Thr val Cys Ala Pro Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His 

60 65 70 75 

acc agt gac gag tgt eta tac tgc age ccc gtq tgc aag gag ctg cag 5032 

Thr Ser Asp Glu Cys Leu Tyr Cys Ser Pro val Cys Lys Glu Leu Gin 

80 85 90 

tac gtc aag cag gag tgc aat cgc acc cac aac cgc gtq tgc gaa tgc 5080 

Tyr val Lys Gin Glu Cys Asn Arg Thr His Asn Arg val Cys Glu Cys 

95 100 105 
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aag gaa ggg cgc tac ctt gag ata gag ttc tgc ttg aaa cat agg age 5128 
Lys Glu Gly Arg Tyr Leu Glu lie Glu Phe Cys Leu Lys His Arg Ser 
110 115 120 

tgc cct cct gga ttt gga gtg gtg caa get gga acc cca gag cga aat 
Cys Pro Pro Gly Phe Gly Val Val Gin Ala Gly Thr Pro Glu Arg Asn 
125 130 135 



tgc cca gca cct gaa etc ctg ggg gqa ccg tea gtc ttc etc ttc ccc 
Cys Pro Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro 
205 210 215 



tgg tac gtg gac ggc gtg gag gtg cat aat gee aag aca aag ccg egg 
Trp Tyr Val Asp Gly val Glu Val His Asn Ala Lys Thr Lys Pro Arg 
255 260 265 



5176 



aca gtt tgc aaa aga tgt cca gat ggg ttc ttc tea aat gag acg tea 5224 

Thr Val Cys Lys Arg Cys Pro Asp Gly Phe Phe Ser Asn Glu Thr Ser 

140 145 150 155 

tct aaa gca ccc tgt aga aaa cac aca aat tgc agt gtc ttt ggt etc 5272 

Ser Lys Ala Pro Cys Arg Lys His Thr Asn Cys Ser Val Phe Gly Leu 

160 165 170 

ctg eta act cag aaa gga aat gca aca cac gac aac ata tgt tec gga 5320 

Leu Leu Thr Gin Lys Gly Asn Ala Thr His Asp Asn lie Cys ser Gly 

175 180 185 

aac agt gaa tea act caa aaa gtc gac aaa act cac aca tgc cca ccg 5368 

Asn Ser Glu Ser Thr Gin Lys val Asp Lys Thr His Thr Cys Pro Pro 

190 195 200 



5416 



cca aaa ccc aag gac acc etc atg ate tec egg acc cct gag gtc aca 5464 

Pro Lys Pro Lys Asp Thr Leu Met lie ser Arg Thr Pro Glu val Thr 

220 225 230 235 

tgc gtg gtg gtg gac gtg age cac gaa gac cct gag gtc aag ttc aac 5512 

cys val val val Asp val ser His Glu Asp Pro Glu val Lys Phe Asn 

240 245 250 



5560 



gag gag cag tac aac age acg tac cgt gtg gtc age gtc etc acc gtc 5608 

Glu Glu Gin Tyr Asn Ser Thr Tyr Arg Val Val Ser Val Leu Thr Val 

270 275 280 

ctg cac cag gac tgg ctg aat ggc aag gag tac aag tgc aag gtc tec 5656 

Leu His Gin Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val ser 

285 290 295 

aac aaa gec etc cca gee ccc ate gag aaa acc ate tec aaa gee aaa 5704 

Asn Lys Ala Leu Pro Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys 

300 305 310 315 

ggg cag ccc cga gaa cca cag gtg tac acc ctg ccc cca tec egg gat 5752 

Gly Gin Pro Arg Glu Pro Gin val Tyr Thr Leu Pro Pro Ser Arg Asp 

320 325 330 

gag ctg acc aag aac cag gtc age ctg acc tgc ctg gtc aaa ggc ttc 5800 

Glu Leu Thr Lys Asn Gin val Ser Leu Thr cys Leu val Lys Gly Phe 

335 340 345 

tat ccc age gac ate gee gtg gag tgg gag age aat ggg cag ccg gag 5848 

Tyr Pro ser Asp He Ala val Glu Trp Glu ser Asn Gly Gin Pro Glu 

350 355 360 

aac aac tac aag acc acg cct ccc gtg ctg gac tec gac ggc tec ttc 5896 

Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe 

365 370 375 
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ttc etc tac age aag etc ace gtg gac aag age agg tgg cag cag gqg 
Phe Leu Tyr ser Lys Leu Thr val Asp Lys Ser Arg Trp Gin Gin Gly 
380 385 390 395 



5944 



aac gtc ttc tea tgc tec gtg atg cat gag get ctg cac aac cac tac 5992 
Asn val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr 
400 405 410 

acg cag aag age etc tec ctg tct ccg ggt aaa tgataactcg ac 6037 
Thr Gin Lys Ser Leu Ser Leu Ser Pro Gly Lys 
415 420 

<210> 177 
<211> 422 
<212> PRT 
<213> Homo sapiens 

<400> 177 

Met Asn Lys Leu Leu Cys Cys Ala Leu Val Phe Leu Asp lie Ser lie 
15 10 15 

Lys Trp Thr Thr Gin Glu Thr Phe Pro Pro Lys Tyr Leu His Tyr Asp 
20 25 30 

Glu Glu Thr Ser His Gin Leu Leu Cys Asp Lys Cys Pro Pro Gly Thr 
35 40 45 

Tyr Leu Lys Gin His Cys Thr Ala Lys Trp Lys Thr val cys Ala Pro 
50 55 60 

Cys Pro Asp His Tyr Tyr Thr Asp Ser Trp His Thr Ser Asp Glu Cys 
65 70 75 80 

Leu Tyr Cys ser Pro val Cys Lys Glu Leu Gin Tyr val Lys Gin Glu 
85 90 95 

Cys Asn Arg Thr His Asn Arg val Cys Glu Cys Lys Glu Gly Arg Tyr 
100 105 110 

Leu Glu lie Glu Phe Cys Leu Lys His Arg ser Cys Pro Pro Gly Phe 
115 120 125 

Gly Val Val Gin Ala Gl^ Thr Pro Glu Arg Asn Thr Val Cys Lys Arg 
130 135 140 

Cys Pro Asp Gly Phe Phe ser Asn Glu Thr Ser Ser Lys Ala Pro Cys 
145 150 155 160 

Arg Lys His Thr Asn Cys Ser val Phe Gly Leu Leu Leu Thr Gin Lys 
165 170 175 
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Gly Asn Ala Thr His Asp Asn lie Cys Ser Gly Asn ser Glu ser Thr 
180 185 190 

Gin Lys val Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu 
195 200 205 

Leu Leu Gly Gly Pro ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp 
210 215 220 

Thr Leu Met lie Ser Arg Thr Pro Glu val Thr Cys val Val Val Asp 
225 230 235 240 

val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly 
245 250 255 

val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gin Tyr Asn 
260 265 270 

Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His Gin Asp Trp 
275 280 285 

Leu Asn Gly Lys Glu Tyr Lys Cys Lys val ser Asn Lys Ala Leu Pro 
290 295 300 

Ala Pro lie Glu Lys Thr lie Ser Lys Ala Lys Gly Gin Pro Arg Glu 
305 310 315 320 

Pro Gin val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu Thr Lys Asn 
325 330 335 

Gin val ser Leu Thr cys Leu val Lys Gly Phe Tyr Pro ser Asp lie 
340 345 350 

Ala val Glu Trp Glu Ser Asn Gly Gin Pro Glu Asn Asn Tyr Lys Thr 
355 360 365 

Thr Pro Pro val Leu Asp ser Asp Gly ser Phe Phe Leu Tyr ser Lys 
370 375 380 

Leu Thr val Asp Lys ser Arg Trp Gin Gin Gly Asn val Phe ser Cys 
385 390 395 400 

Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gin Lys ser Leu 
405 410 415 

Ser Leu ser Pro Gly Lys 
420 

<210> 178 
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<400> 178 

Tyr His Tyr Tyr Asp Gin Asn Gly Arg Met Cys Glu Glu Cys His Met 
15 10 15 

Cys Gin Pro Gly His Phe Leu val Lys His Cys Lys Gin Pro Lys Arg 
20 25 30 

Asp Thr val Cys His Lys Pro Cys Glu Pro Gly val Thr Tyr Thr Asp 
35 40 45 



Asp Trp His 
50 
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